>DR_1
GTTGATCCCTACCTTTTCCCCGCAAGGGGACGGAAAC
>DR_2

GTTGTCCCCACACCCGTGGGGGTGAACC

>DR_3

GTCGCCCCCGCAAGGGGGCGTGGATTGAAAT

>DR_4

GTTAAAATCAGACCGTTTCGGAATGGAAAC

>DR_5
GTCGCGCCCGGCTTCCATGCCGGGCGAGGGTTGAAAC
>DR_6
GTCGCCTCCCACGCGGAGGCGTGGATTGAAAC
>DR_7
GTTCCCCCTTCGGGGGGATCCCTAGAAATTGGAAAC
>DR_8
GTCGAAAGACCTTGCCCTGTCTTAAAGGGATTGAAAC
>DR_9
CTCGCAGCCTATGCCCCGCCACCGAGGGGACTGAAAC
>DR_10

GTTTCAGACGGACCCTTGGGCGGTTGAAGT

>DR_11

GTTACAGACGGACCCTCGTGGGGTTGAAGC

>DR_12
GTCGCCCCCTTCACGGGGGCGTGGATCGAAAC
>DR_13
ACTCTACCATGGCGGTGTGGGACGGGGCCATGGAAC
>DR_14

GAATCTTCGAGATAGAATTGCAAG

>DR_15

GTTGTTAGCTTACCTATAAGGGATTGAAAC

>DR_16

GTTAAAATAAGACCGTCTCGGTAT

>DR_17

GTTTCCGTAGAACTAAATAGTGTGGAAA

>DR_18
GTTTCTATTAACACAAATCCCTATCAGGGATTGAAAG
>DR_19
GTTTTAGAGCTGTGCTGTTTCGAATGGTTCCAAAAC
>DR_20
GTTGCAACACCACATAATCCCTATTAGGGATTGAAAC
>DR_21
GTCGAGACGGACTGAAAACCCAGAACGGGATTGAAAC
>DR_22

GTTGCAATAAGACTCTAAGAGAATTGAAAC

>DR_23

GTAAAATAGAACCTTAATAGGATTGAAAG

>DR_24

GTTCACTGCCGTGTAGGCAGCTCAGAAA

>DR_25
GTTGCAAACCCCGTCAGCCTCGTAGAGGATTGAAAC
>DR_26

ATCTAATCGCACTCATGGAGAATTGAAAC

>DR_27
GTCGCGTCCTCACGGGCGCGTGGATTGAAAC
>DR_28

GTGAGCCCCACGCACGTGGGGATGGACCG

>DR_29

GAGAGCCCCACGCACGTGGGGATGGACCG



>DR_30

GTGAGCCCCACGCACGTGGGGATGGACC

>DR_31

GTGTTCCCCGCGCATCGCGGGGGTTGAAG

>DR_32
GTTTTGGTGTAGTATCATTCTTATGTATTCTTAAAC
>DR_33
CAAGCTTATCAAGAAGGGTGAATGCTAATTCCCAGC
>DR_34

GTTCACTGCCGCATAGGCAGCTTAGAAA

>DR_35
CTTTATATCTAATTGCACTCATTGAGGATTGAAAC
>DR_36

GTTCACTGCCGCACAGGCAGCTTAGAAA

>DR_37
GTCGCACTCTACACGAGTGCGTGGATTGAAAT
>DR_38
GTCGCACTCTTCATGGGTGCGTGGATTGAAAT
>DR_39

GTAGTCCCCACGCGTGTGGGGATGGACCG

>DR_40
ATTCGCGAGCAAGATCCATTAAAACAAGGATTGAAAC
>DR_41
GTTTTGCCTTGAATCCAAAATAAGGCACAGTACAAC
>DR_42

GATTCTCAGATAGAGATTTGAAGG

>DR_43
GTTGCAAACCTCGTTAGCCTCGTAGAGGATTGAAAC
>DR_44
GTTGCAAGGGATTGAGCCCCGTAAGGGGATTGCGAC
>DR_45
GTTGCAAGGGATTGAACCCCGTAAGGGGATTGCGAC
>DR_46
GTTCAACACCCTCTTTTCCCCGTCAGGGGACTGAAAC
>DR_47
GTCGCGCCCAACGCGGGCGCGTGGATTGAAAC
>DR_48

CGGTTCATCCCCACGTACGTGGGGAACAC

>DR_49

GTGCACTGCCGTACAGGCAGCTTAGAAA

>DR_50

GTGTTCCCCACGTGCGTGGGGATGAACCG

>DR_51
GTAGCGCCCGGTCACCAGACCGGGCGAGGATTGAAAC
>DR_52
GTTTTAGCACTGTACAATACTTGTGTAAGCAATAAC
>DR_53
GTTCCAATAAGACTAAAATAGAATTGAAAC
>DR_54
GTTTTAGAGCTGTGTTGTTTCGAATGGTTCCAAAAC
>DR_55
CTCTCCGCCGCTGAAAGGCGGCGGCCCCATTGAAGC
>DR_56

CCAGAAATCAAAAGATAGTTGAAAC

>DR_57
GTTTTTAGCCTACCTAAGAGGGATTGAAAC
>DR_58
GTTAAAATCAGACCTTAGAGGGATTGAAAC



>DR_59
ATTTAAATACATCTCATGTTGAGGTTCAAC
>DR_60
CTCGCAATTAACCCGTAATAATATGGGTAATGAAAC
SDR_61
CTCGCAATTAACCCGCAATAATATGGGTAATGAAAC
>DR_62
CTTTCCGATCACATCACCCCGAAAGGGGATGGAAAC
>DR_63

GTATTAATTGTACCTTATGGAATTGAAAT

>DR_64

GTGCTCTCCGCGCGAGCGGAGGTGAACCG

>DR_65
GTTCCAATAAGACTATAAGAGAATTGAAAG
>DR_66
GTTGTAGCTCCCTTTCTCATTTCGCAGTGCTACAAT
>DR_67

GGCTCCCCCGCACACGCGGGGATAGACC

>DR_68

GATAATCCTTAATGGAATTGAAAG

>DR_69
GCTTCAATGAGGCCGGGGCATCATGGCCCCGGAATAC
>DR_70

GTGTTCCCCGCGCCAGCGGGGATAAACCG

>DR_71

GTTCACTGCCGTACAGGCAGCTTAGAAA

>DR_72
GTTGCACCCCCCTCGATCCGTTAGTGGATACTGAAAC
>DR_73
GTTGCATCCCCCTCGATCCGTTAGTGGATACTGAAAC
>DR_74

GTTTCCGTAGAACTAAATAGTGTGGAAAG

>DR_75
GTCGCGCCCCGCGCGGGCGCGTGGATTGAAAC
>DR_76

GTTCACCATCGTGTAGATGGCTTAGAAA

>DR_77

GATAATCTCTTATAGAATTGAAAG

>DR_78

GTTTCCGTAGAACTTAGTAGTGTGGAAAG

>DR_79
GTTTCCATACCTCTAAGGAACTATTGAAAC
>DR_80

GTCTTCCCCACGCAGGTGGGGGTGTTTC

>DR_81
GAAGGAAGAGACCCGCTGTTAGAGGGGATTGCGAC
>DR_82
GTTTTTAGCCTACCTATAAGGAATTGAAAC
>DR_83
GTTAAAATCAGACCTCTTGGAGGATGGAAA
>DR_84
GTTAATAACCCATGTTACCTCGAGAGGGGACGGAAAC
>DR_85

GTCCTCCCCACACACGTGGGGGTGCTCCG

>DR_86

GTTTTAACTACTTATTATGAAATGTAAAT

>DR_87
ATTGCAACGCTCCTTTACCCCGCAAGGGGACTGAAAC



>DR_88
GTCGCACCCTGCGCGGGTGCGTGAATTGAAAC
>DR_89
GTTGTTAGCTTACCTATAAGGAATTGAAAC
>DR_90
GTTGTTAGCTTACCTATGAGGGATTGAAAC
>DR_91

GAGTTCCCCATGCATGTGGGGATAAACCG

>DR_92
GTTGCAAGTGACCCGAAAATAGAAGGGTATGGCAAGC
>DR_93

GTATTCCCCACGCAAGTGGGGGTGATCC

>DR_94
GTTGCAGCCGTCTTTCGGGGCGGCTGAGGATTGAAAC
>DR_95
GTCGCACTCTATATGAGTGCGTGGATTGAAAT
>DR_96

CTTCAACCCCCGCGATGCGCGGGGAACAC

>DR_97
GTTTTGAGCCTACCTATAAGGGATTGAAAC
>DR_98

GGTTCCCCCGCGTGCGCGGGGATAGTCC

>DR_99

GGTTCCTCCGCGTGCGCGGAGATAGACC

>DR_100
GAAACACCCATGCCCTGATTTCAAAGGGATTGAGAC
>DR_101
CGGTTCATCCCCGCGCAGGCGGGGAACAC
>DR_102
GTCGTCAGACCCAAAACCCCGAGAGGGGACGGAAAC
>DR_103

GGATCACCCCCACTTGCGTGGGGAATAC

>DR_104
GTCGCACCCCATGCGGGTGCGTGGATTGAAAC
>DR_105
GTTTGTGACCCGCGTATAGGGGATTGAAAC
>DR_106
ATTAAAAACGAAGGACCCCTTTAAGGGGACGGAAAC
>DR_107
GTCGAAGAGCGAGTTCCAGGAAAACAAGGATTGAAAC
>DR_108
ATTTAAATACATCCCATGTTATTGTTCAAC
>DR_109
GTTTGCTAATGACAATGTTTGTGTTGAAAC
>DR_110
ATCTACAACAGTAGAAATTATTTAAAGTTCTTAGAC
>DR_111
GTTTCAGTTGCTGAATTATTTGGTAAACTACTGTTAG
>DR_112
GTCGCCCCCTCCCACGGGGGCGTGGATTGAAAC
>DR_113
CGGTTCATCCCCGCGCATGCGGGGAACAC
>DR_114

CTCTTAGTCTTGCTGATTTTGAAC

>DR_115
GTTGATTAAGACCTGACGTATTAAGAGGGATTGAAAC
>DR_116

GAAGCAACTGTGAAAGCATTGAAAG



>DR_117

CCAGAAATCAAAAGATAGTAGAAAC

>DR_118

GAACAACTCAAAAGAGAATTGCAAG

>DR_119
GTCGTGCCCCCGTGGGCACGTGGATTGAAAT
>DR_120
GTTGAAGAGGTACTTCCAGTAAAACAAGGATTGAAAC
>DR_121
GTTTGTATCGTACCTATGAGGAATTGAAAC
>DR_122
GTTGAAGTGGTACTTCCAGTAAAACAAGGATTGAAAC
>DR_123

CTTCACTGCCGTATAGGCAGCTTAGAAA

>DR_124

GAATCTCAAGAAGAGGATTGAAAG

>DR_125

GTAACAACATAGAAAGAATTGAAAG

>DR_126

GTAGCAACATAGAAAGAATTGAAAG

>DR_127
CTAAAAGAATAACTTGCAAAATAACAAGCATTGAAAC
>DR_128
GTCAAAACACAAAATAATTCCCTTTGGGAATTGAAAC
>DR_129
GTTATCAGCCTACCTATAAGGAATTGAAAC
>DR_130
GTCGCCCCTCACGCAGGGGCGTGGATTGAAAC
>DR_131
GTTTGTATCGTACCTATGAGGGATTGAAAC
>DR_132
GTCGCGCCCTTCACGGGCGCGTGGATTGAAAC
>DR_133

GTTTTAGATTAACTATATGGAATGTAAAT

>DR_134

GTTTTATATTAACTAAGTGGTATGTAAAT

>DR_135

CTCTTCTCCGCACACGCGGAGGTATTTCC

>DR_136

GAATCTCAAAAAGAGGATTGAAAG

>DR_137
GTCGCGCCCCACGCGGGCGCGTGGATTGAAAC
>DR_138

GTGTTCCCCGCGCCAGCGGGGATGAACCG

>DR_139
GTTTGTAGCCTTCCCTTTGGGGATTGAAAC
>DR_140

GTTTACATCCCTCATAGTTCAGATAAGAC

>DR_141

GTCTTATCTGAACTATGAGGGATGTAAAC

>DR_142

GTTTAAATTACACTAAGTTAGTTATAAAT

>DR_143
GTTTCAAAATGTGTCCTCGCAAAATGAGGATTGAAAG
>DR_144
GTTTTTAGCCTGCCTATGAGGAATTGAAAC
>DR_145
ATTGAAAAGCATATTCCATTATAACAAGGATTGCGAC



>DR_146
GTTTAGAATCTACCTATGAGGAATAGAAAT
>DR_147
GTTTAGAATCTACCTATGAGGAATGGAAAC
>DR_148
GTAAAAGAGCATAATGCATTAGAACAAGCATTGAAAC
>DR_149
GCAGCCGCCTTCAGGCGGCTGTGTGTTGAAAC
>DR_150
GTTGTAGCTCCCTTTTTCATTTCGCAGTGCTATAAT
>DR_151
GTTTTATCTGAACGTAGTGGGATATAAAG
>DR_152
ATTAAAGATCATTCCGTTGGAATTTGAAAC
>DR_153
GTTGAACCTTAACAAGGATTGTATTTAAAT
>DR_154
GTTGAATCTTAACAAGAATTGTATTTAAAT
>DR_155
GCTTTTAGCATACCTATTAGGGATTGAAAC
>DR_156
GCTGCGGATTGCGGCCGTCTCTCGATTTGCTACTCT
>DR_157
GGGATCACCCCCGCATGCGCGGGGAGCAG
>DR_158
CTGTTCCCCGCGCGAGCGGGGATAAACCG
>DR_159
GAGTTCCCCGCGCCTGCGGGGATAAACCG
>DR_160
GTTTCCATCCCTCTAAGGTTCGATTGAAAC
>DR_161
CCGCAACGGAGACCGACCGCGTTGGGTCGGTGAAGG
>DR_162
GTTGCGGCTGGACCCCGAATTCTGAACAGCTAAACT
>DR_163

CTGTTCCCCGCACACGCGGGGGTGATCC

>DR_164

GGATCACCCCCGCATGCGCGGGGAGCAG

>DR_165

GAAAATCCCAAAAGGGATTAGAAAG

>DR_166
GTAAGAATCATCGCCCCGACGAAGAGGGGTTTAAAAC
>DR_167

GTTCACCGCCGCACAGGCGGCTTAGAAA

>DR_168
CTTTTTATCCTACCTATGAGGAATGGAAAC
>DR_169
AGCCTACCATCGGCAAATCGGTAGGGAAACCACGGC
>DR_170
GTGTTCCCCGCACGTGCGGGGATGAACCG
>DR_171
GTTTTAGAGCTATGTTATTTTGAATGCTACCAAAAC
>DR_172

GATTAAACGAAAGAGAACTGCAAG

>DR_173
TTTCCGATTTTTCGGCTCGCAGAAGAGCACTGAAAT
>DR_174
AAAAAAACAAAAGCCCCGCCATGAAGGGGATTGAAAC



>DR_175
GTTTCACTGGATGACCCGCTATGTAGGGGATTGAAAG
>DR_176
ATGTTCCCCGCGTGCGCGGGGGTGTACCG
>DR_177
CTTCAAAAAACCAAAATCCCCGCGAGGGGATTGAAA
>DR_178

GTTCACTGCCGCACAGGTAGCTTAGAAA

>DR_179
GTATTCCCCATGTATGTGGGGGTGATCCT
>DR_180
CTTTCCAACCACTAAATCCCGACTACGGGACTGAAAC
>DR_181
GTTTCCATACCTCTAAGGAATTATTGAAAC
>DR_182
GTTTCCATACCTCTAAGGAAGTATTGAAAC
>DR_183

GTTCGCTGCCGCGCAGGCAGCTCAGAAA

>DR_184

GTGCTCCCCGCGCCAGCGGGGATGAGCC

>DR_185
GTTTCCATTCAACTAAGTTCTCTTATAAAAAGAGAG
>DR_186
AAAATAAGACCTCTTGGAGGATGGAAACT
>DR_187
ATTGCAATTCATCAAAATCCCTATTAGGGATTGAAAC
>DR_188
GTGGCAACAACCCTCCAGGTACTGGGTGGGTTGAAAG
>DR_189

AAATGAAATCAGCGATATCAAGCCTTT

>DR_190

GTTCACTGCCGTACAGGCAGCTTAGAAG

>DR_191
GATTAACATTAACATGGGATGTATTTAAAT
>DR_192

GTTACATCTGAACCGTGTGGGTTATAAA

>DR_193
GTTTTAATTCCTGTATGGTGCAATTGAAAT
>DR_194
CCGTTCCCCGCAGCCGCGGGGATGAACCG
>DR_195

GAAACACCCCCACGCCTGTGGGGAAGAC

>DR_196
ACTTTTGGACTGTACAATTTTTATATAGAGTAAAG
>DR_197
GTAGATGAAGACCCGCTTGGATAAAGGGGATTGAGAC
>DR_198
CATCATATCTTATTGCACGCATAGCGGATTGAAAC
>DR_199
CATCTAATTGCACCAATGTGGAATTGAAAC
>DR_200
GTCTCGCCCCATACGGGCGAGTGGATTGAAAT
>DR_201
GTGTTCCCCGTGCCCACGGGGATGAACCG
>DR_202
GGCTTCCCCGCGTGCGCGGGGATCGACCC
>DR_203
GTTTCTAGCTTACCTACAAGGGATTGAAAC



>DR_204
GTTTGATCTGAACTATGTGGGATTTAAAC
>DR_205
GTTTGTAGCGTGCCTATAAGGGATTGAAAC
>DR_206

GATGCAACTAAGAAAGAATTGAAAG

>DR_207
GAGTTCCCCGCGCCAGCGGGGATAAACCG
>DR_208
GTCGCTCCCTGTGCGGGAGCGTGGATTGAAAC
>DR_209
CTTCTAATTGCACCAATATGGAATTGAAAT
>DR_210

GTTCATGGCGGCATACGCCATTTAGAAA

>DR_211
CTTTCCCCGGCAGAAATGCCGGGGCCTCATTGAAGC
>DR_212
CTTTCCCCTGCATGTGCAGGGATGAACCC
>DR_213
GTTTTATCTGAACGTAGTGGGATGTAAAG
>DR_214
GTTGCAATAAGACTCTAGGAGAATTGAAAC
>DR_215

GTTTCAGTAGGACAGAATTGTGTGGAAA

>DR_216
GTTCCAGTAGGACAGAATTGTGTGGAAAG
>DR_217
GTTTTAGTTACTTATTGTGAAATGTAAAT
>DR_218
GTTTTGGTAGCATTCAAAATAACATAGCTCTAAAAC
>DR_219
GTTTAGAATCTACCTATGAGGAATGAAAAC
>DR_220
GTTTGTACCTTACCTTGCAGGAATTGAAAT
>DR_221
GTTTGTACCTTACCTTGTAGGAATTGAAAT
>DR_222
GTTTCTTTTTAATGAATCCTAGTAATGGGATTGAAAC
>DR_223

GAAACACCCCCACGGGCGTGGGGAAGAC

>DR_224
GTCGCCCCTCACGCGGGGGCGTGGATCGAAAC
>DR_225
GTCGAGGCCTCTACGAGGCTCGAGGGTTGAAAT
>DR_226
GTCACTCCTCGTATGAGGAGTGTGGATTGAAAT
>DR_227
GTTGTTAGCTTACCTATGAGGAATTGAAAC
>DR_228
CCCTACCTATTGGGTTGAATAGGACTTGTTGGAAAC
>DR_229
CCCTACCTATTGGGTAGAATAGGAATTGTTGGAAAC
>DR_230
CTTTTTAATTAATGAATCCTGGCAACGGGATTGAAAC
>DR_231
GTTGAAACTTAACAAGATTTGTATTTAAAT
>DR_232
GTTGAACTTTAACAAGGATTGTATTTAAAT



>DR_233
AATAGAATAAGATCATAATGAAATTGAAAT
>DR_234
CGGCTCACCCCCACAGGTATGGGGACAAC
>DR_235
GTCGCCCTCTCACGGGGGCGCGGATTGAAAC
>DR_236
GTCGCAGTGGGCGCCAGATCCTGAGCGCGTTGGCAG
>DR_237
AGTGTAGCTATCCGGGGTGAGAGAGGGAGCTACAAC
>DR_238
GTCGAGACACTCAGAAAACCCAGCAGCGGGATTGAAAC
>DR_239
ATTTGTAGCCTCCCCTTTGGGGATTGAAAC
>DR_240
GTTTGTAGCCTCCCCTTTGGGGATTGAAAC
>DR_241
GTTTGTAGCCTCCCCTTTGGGGATTGAAAT
>DR_242
GTTTTTAGAGTGCCTATGAGGAATTGAAAC
>DR_243
GTTTTTCTCCCGACTATGAGGGAATTGAAAC
>DR_244
GTTTTCTCCCGACTATGAGGGAATTGAAG
>DR_245
GTTTTGTCTGAACTATGTGGGATAGAAAG
>DR_246
GTTTTGTCTGAACTATGTGGGATATAAAG
>DR_247
GTTTTTTCCCGACTATGAGGGAATTGAAG
>DR_248

GTTAATCTACTATAGAATTGAAAG

>DR_249
GTTGAACATTAACATGAGATGTATTTAAAT
>DR_250
CAGCAGAGCATTGCCCCGCAATGAAGGGGTTTGAAAC
>DR_251
GTTGAACAGTAACATATGATGTATTTAAAT
>DR_252

GATTAATCCTAAAAGGAATTGAAAG

>DR_253

GATAATCTACTATAGAATTGAAAG

>DR_254
GTGCTCCCCGCGTAAGCGGGGATGAGCCC
>DR_255
GTTGCAAAAGTGGCTTCCCCGTAAGGGGATTGCGAG
>DR_256

GCTAATCTACTATAGAATTGAAAG

>DR_257
GTTTGAATAACCTTAAATAATTTCTACTTTGTAGAT
>DR_258

GTTCACTGCCGGATAGGCAGCTTAGAAA

>DR_259
GTTTATAGAATACCTATGAGGAATTGAAAC
>DR_260
GTTTGGAAAGAACCAATGTGGTATGGAAAC
>DR_261
GTTTTTATCTTACCTATGAGGAATTGAAAC



>DR_262
GTTTGTATCTTAACTATGAGGAATTGAAAC
>DR_263

GTTCACTGCCGCGTAGGCAGCTTAGAAA

>DR_264

GTTCACTGCCGAGTAGGCAGCTTAGAAA

>DR_265
GTTGCAATAAGACTCTAGGAGAATTGAAAG
>DR_266
ATTTCTAATCTAACCATACTGGAATGTAAA
>DR_267
TTCGCGCTCCTCGCGAGCGCGTGGATTGAAAC
>DR_268
AGTCTAGATCACTGGGATATGCGCACTGGCCGGAAC
>DR_269

GTGCTCCCCGCGCAGGCGGGGGTGATCC

>DR_270
GTCACGCCCCATGCGGGCGTGTGGATTGAAAC
>DR_271

GTCGGCCCCGCGCACGCGGGGATGG

>DR_272
CGGACCACCTCCACGTGCGTGGAGAGCAC
>DR_273

GGACCATCCCCGCGTGCGCGGGGCCGAC

>DR_274
GTTTCTTATTAATGAATCCTAGCAATGGGATTGAAAC
>DR_275
GTTAAAGTAGAGTATCCATTAAAACAAGGATTGAAAC
>DR_276
GTTAATCCGCCGAGATCGTCGGCGGCCCCATTGAAGC
>DR_277
TTAATCCGCCGAGATCGTCGGCGGCCCCATTGAAGC
>DR_278
GTTTCCCCCGCGTCAGCGGGGATAGGCCC
>DR_279

GTCGGCCCCGCGCACGCGGGGATAGTCC

>DR_280
CCTTCAATGGGGCCACGGCTCTGAGGCCGTGGAAAC
>DR_281
GTGCTCCCCGCGCCCGCGGGGATGAGCCC
>DR_282
GGGCTCATCCCCGCGGGCGCGGGGAGCAC
>DR_283
ATTAAAATCAGCACGGATCGTGATGGAAAC
>DR_284
GTTTAAATTACACTAAGTTAGTTATAAATT
>DR_285
GTTTTATATTAACTATGTGGTATGTAAAT
>DR_286
GTTTTATATTAACTATATGGAATGTAAAG
>DR_287
GTTTGTAGCCTACCTATGAGGGATTGAAAC
>DR_288
GTTTTTATCGTACCTATGAGGGATTGAAAC
>DR_289
ATTAAAATCAGCACGAGTCGTGATGGAAAC
>DR_290
ATTAAAATCAGCACGGGTCGTGATGGAAAC



>DR_291
GTTTCCATCACGATCCGTGCTGATTTTAAT
>DR_292
GTCGCTCCCTACACGGGGGCGTGGATTGAAAT
>DR_293
GTTTTTAGCCTATCTATGAGGAATTGAAAT
>DR_294
GGGAAACCGTCACATTTGATGTATTGAAAT
>DR_295
GATCTAATTTAGCCATAGTGGAATGTAAAT
>DR_296
GTTTTTAGTCTACCTATGAGGAATTGAAAC
>DR_297
GAATCGCCCGGCCTAACCGCCGGGCGCGGATTGAAAC
>DR_298
GTTTCAAATCTACTATAGTCTTATTTCTAGC
>DR_299
GTCCGAAGACTTGACCCGATGAAAAGGGGATTACGAC
>DR_300
GATACAGATTCTTGGTAAATTTGAATAATGTGAATG
>DR_301
GTTGCAACAGTGCTTACCGTTTACGGTATTGAAAC
>DR_302
GGAACTACCTCCGCGTACGCGGAGAAAAG
>DR_303

CTGAGCCCCACGCACGTGGGGATGGACGC

>DR_304
ATTGTCCCCACACGCGTGGGGGTGAACCG
>DR_305
ATCGTCCCCACACGCGTGGGGGTGAACCG
>DR_306
CTGCTCCCCGCGCACGCGGGGATGATCCC
>DR_307
CTGCTCCCCGCGCACGCGGGGATGGTCCC
>DR_308
GTCCTCATCACCCCTCAGAGGGATCGCAAC
>DR_309
CTCTTCCCCACGCGAGTGGGGGTGATCCG
>DR_310
GTCGCGCCCTCACGGGCGCGTGGATTGAAAC
>DR_311

GTCTTTCCCGCATACGCGGGGGTGATCC

>DR_312

GTAATAACGAAAAGAAACTAAAAC

>DR_313

GAATCTCAAATAGAGGACTGAAAC

>DR_314

CTCGATGAAAAGAGGATTGAAAG

>DR_315
GTCCGCATTGAGACCCGCTTTCGAGGGGATTAAGAC
>DR_316
GTTCGGCACTGAGACCCGAATTGAGGGGATTAAGAC
>DR_317
AGTTCGGAGGCGTTCCGCTATGGGAAGCGGATTGGAAC
>DR_318
GCTTCAATGAGGCCCAAGCATTTCTGCCTGGGAAGAC
>DR_319
CCCTTCCTGGGCGGAAACGCCCAGGCCTCATTGAAGC



>DR_320
GTTACAATAAGACCAAAATAGAATTGAAAG
>DR_321
GTTTTTAGCCTACCTAAAAGGGATTGAAAC
>DR_322
GTTTTAACTACTTATTGTGAAATGTAAAT
>DR_323

GTATCAACAACGAATGAGTTGAAAG

>DR_324

GTTCAAAATCAGCAAGACTAAGAG

>DR_325

CCTTCAATTCTTTCTGAGTTGCATC

>DR_326
GGATCACCCCCGCTCGTGCGGGTAAAAT
>DR_327
GTTTATATTGTACCTATCAGGAGTTGAAAC
>DR_328
GTTTCAGACGAACCCTTGTGGGTTTGAAGC
>DR_329
GTATTCCCCGCAGCCGCGGGGATGAACCG
>DR_330
GTTGCACTCGGGCGATAGCTCGAGTGAGGATTGAAAC
>DR_331
GTGTTCCCCGCGTGAGCGGGGATAAACCG
>DR_332
GTGTTCCCCGCGTATGCGGGGATAAACCG
>DR_333
GTTTCAGACGAACCCTTGTGGGGTTGAAGC
>DR_334
GTTGCTCTAGGCTCTCAATCACCAGAGTGCTATACT
>DR_335

GTTTTAGTTTCTTTGTGTTGTTAC

>DR_336
GGATCACCTCCACACTCGTGGAGAATAC
>DR_337
GTATTCTCCACGTATGTGGAGGTGATCCT
>DR_338
GTTTCCATCCCCTTAGGGGCGTTATTTTAC
>DR_339
GTTTGAATCACCAGTCCATTAAAACAAGGATGGAAAC
>DR_340
CTTCACGACCGCACAGGTCGCTTAGAAA
>DR_341
GTTCGTAGCGTGCCTATGAGGAATGGAAAC
>DR_342
AGCTCCGCGGGTTGAACCCGCGGCCCCGTTGAAG
>DR_343
GCATCGCCCCTCGGTGACGGGGGGCGTGGATTGAAAC
>DR_344
GTCGCCCCCCATGCGGGGGCGTGGATTGAAAC
>DR_345

GAAACAATAGAGAAAAATTGAAAG

>DR_346
CCCGAACGGGACATGCCTGCTCAAAGGGCATTGAAAC
>DR_347
GTTTTTAGCCTACCTATAAGGGATTGAAAC
>DR_348

GAAACAATTTAGAAAAATTGAAAG



>DR_349
GTTTTTGTACTCTCAAGATTTAAGTAACTGTACAAC
>DR_350

GTTTAAGAATTACTAGATAGTATGGAAG

>DR_351
ATTGCCCCTCCTTCTGGAGGGGCCCTTCATTGAGGC
>DR_352
GGTATAAGCTGTAAATACTCCGTAGGAGATTGAAAC
>DR_353
GTATTCCCCGCACACGCGGGGATGAACCG
>DR_354
GTCGCAAACAAAAAGCCCCGTAAGGGGATTGCAAGC
>DR_355
GTTGCAAAAGGATCTGCCCCGTCAGGGGATTGAAAC
>DR_356
GTTGCAGCCGCCCTTCGGGGCGGCTGAGGATTGAAAC
>DR_357
GTTGCAAAAGGGTCTGCCCCGTCAGGGGATTGAAAC
>DR_358
GTCGCTCCCCGCGCGGGAGCGTGGATTGAAAC
>DR_359
GATCCAATCGAACCATAGTGGGATTGAAAC
>DR_360

GTGGTCCCCGCACTCGCGGGGATGAGCC

>DR_361
GTGTTCCCCGTAAGTACGGGGATAAACCG
>DR_362
GTCACAATGCATAATCCATTAAAACAAGGATTGAAAC
>DR_363
GTCGCTCCCTTCGCGGGAGCGTGGATTGAAAC
>DR_364
GTCTCCACTCGTAGGAGAAATTAATTGATTGGAAAC
>DR_365
ATTGCAATTTTCATTAATCCCTATTAGGGATTGAAAC
>DR_366

GAAACCAAGGAATGGTGTTGAAAC

>DR_367

GAATCCGCTCAATGGAATTGAAAG

>DR_368

GAAACCACGAGATGGTGTTGTAAC

>DR_369
GTCGCGCCTCACACAGGCGCGTGGATTGAAAC
>DR_370
GTTTTTAGCCTACCTATGAGGAATTGAAAC
>DR_371
GTCGCGCCCCCTGCGGGCGCGTGGATTGAAAC
>DR_372
GTCGCCCCCTCACAGGGGCGTGGATCGAAAC
>DR_373
GATTTAATCTAACCATAGTGGAATTGAAAC
>DR_374

CTTTCTACTCCCTTTTGGGAGTTTC

>DR_375

GAATCCAATATATGGAATTGAAAG

>DR_376

GAATCCTATATATGGAATTGAAAG

>DR_377

GAAACTCCCAAAAGGGAGTAGAAAG



>DR_378
GTCGCTCCCCCCACGGGAGCGTGGATAGAAAC
>DR_379
GTTGCAATTCATCTAAATCCCTATTAGGGATTGAAAC
>DR_380
CTTTTCCTCTTAGGAGGAAGCTAATAGAATGGAAAC
>DR_381
CCCTACCTATTGGGTTAAATAGGAATAGTTGGAAAC
>DR_382

GAAGATTTCAATAGAATATTGAAAG

>DR_383

GATAATCTCTAAAGAGAATAGAAGG

>DR_384

GATATTCTCTAAAGAGAATAGAAGG

>DR_385
GTTTCAGATGCCTGTCAGATCAATGACTTTGACCAC
>DR_386
GTTGAAGATTAACATGAGATGTATTTAAAT
>DR_387
ATTGTAACATAGCTAAAATAATTAGGGAAGTACAAC
>DR_388
GTTTGTATCTTACCTATGAGGAATTGAAAC
>DR_389

GGATCATCCCCGCGCGTGCGGGGCAA

>DR_390
GTTTGCCCCGCATGCGCGGGGATGATCCG
>DR_391
GTTAAAATAAGACCGATTCGGTATGGAAAC
>DR_392
GTTAAAATCAGACCGAATCGGTATGGAAAC
>DR_393

GTTTTAGATTAACTATATGGAATGTAAA

>DR_394
CTCTCAGGCCGCTTCGGCGGCTTGCCCGCGTGAAAC
>DR_395
CTTTCAGGCCGCTTCGGCGGCTTGCCCGCGTGAAAC
>DR_396
GTTTCGATCCACGCTCCCGCACGGGGAGCGAC
>DR_397
GTTCGTAGCCTTCCCTTTGGGGATTGAAAC
>DR_398
GTTGCGAACTATCACAAAGATAGTAAAAATTGAAAGCAATTCACAAC
>DR_399
GTTCCAATAAGACTCTAAGAGAATTGAAAG
>DR_400
GTTCCAATAAGACTCCAAGAGAATTGAAAG
>DR_401
GTTTGTAGCCTGCCCTTTGGGGATTGAAA
>DR_402
GTTTGTAGCCTTCCCGTTGGGGATTGAAAC
>DR_403
GTCGCTCCCCGCGCGGGAGCGTGGATCGAAAC
>DR_404

GTTCACTGCCGCATAGGCAGCTCAGAAA

>DR_405
GACCGAAGACCTGTCGGAAACGACGGGGATTGAGAGC
>DR_406
GTTGAAATGCCCGAAAAAATCGGCGGGATTGCGAGC



>DR_407
CCATTTTAGCCGGGGGATTGAGACAGGCTCCCCAGC
>DR_408

GGCTCATCCCCGCACGCGGGGAGAGGAC

>DR_409
ATCATGAAGCAGTCCCTATGGGATTTGAAAT
>DR_410
GTTCCGCACCCCTCCGGGGGTGCGGCACCATTGAAAC
>DR_411
ATTGTAACAGGGTGGGGTTTTGAGGGGTCTTAAAACA
>DR_412

ACCTCAATGTAAAGAGGATTGAAAG

>DR_413

GCCTCAATGTAAAGAGGATTGAAAG

>DR_414

GTAGTCCCCACGCACGTGGGGATGGCCCG

>DR_415

GTAGTCCCCACGCATGTGGGGATGGCCCG

>DR_416
ATTATACCACAGCGATAATCTCAGGGGAACTATGAC
>DR_417
GGTCAATCTTAACAAAAATCAGCGGTCATCCCCAAC
>DR_418

GTTGATTTCAATAGAATATTGAAAG

>DR_419
GTCGCGATTCGAAGAGGAAACAGGCTCTTGGTGCACC
>DR_420
GTTTAGCATATTGGGATTTGTGCTCTGACCGGAAC
>DR_421
ATCGCCCCTCCACAGGGGCGCGGATTGAAAC
>DR_422
GTTGTGAATTGCTTCAAAATGTGTATCTTTGCAGTAGCAAGCACAAT
>DR_423
GTTGAAATCAGACTATTGTAGGATTGAAAG
>DR_424

GGTATCTGCCGAGTAGGCAGTTTAGAAA

>DR_425
GTTGTGTGCTATCGTTCTAAAAATACAAATTGAAAGCGAATCACAAC
>DR_426
GTCTTAATCCCTTAAATCAGGTCTATGTTTTTAA
>DR_427
ATTAATAGATAACAAGATTTGTTTTTAAAT
>DR_428
ATTAATAAATAACATAAGATGTTTTTAAAT
>DR_429
ATTCTAGATCACTGGGATATGCGCACTGGCCGGAAC
>DR_430
GTTGCACCGGCCCTTCGGGGCCGGTGAGGATTGAAAC
>DR_431

GTAGTCCCCACGCACGTGGGGATGGACCG

>DR_432

GTGCTCCCCGCGCATGCGGGGATGATCC

>DR_433
CTTTTGGCGATACATCCACTAAAACAAGGATTGAAAC
>DR_434

CTTTATAACTAACATAGTTCTATTAATAC

>DR_435
GTTTTTGTACTCTCAAGATTTAAGTAACAGTAAAAC



>DR_436

GATGAATCCCAAAAGGAATTGAAAG

>DR_437

GTTTCAAACCCTCAAAGGATCACTACAA

>DR_438
GTTCTAACCTAGCCCTGTTTTAAAAGGGATTGAGAC
>DR_439
GTCGCTCCCTTCACGGGAGCGTGGATTGAAAC
>DR_440

GTAGAATCCTTCATGGAGTTGAAAG

>DR_441

CTTCACTGCCGCATAGGCAGCTTAGAAA

>DR_442
GTTCCAATAAGACTAAAATAGAATTGAAAG
>DR_443
GTTCCAATAAGACTAAAAGAGAATTGAAAG
>DR_444
GTTTTTACGATACCTATGAGGAATTGAAAC
>DR_445
GTCCGTAAGGACGTTCCCTGACTGAAGGGATTAAGAC
>DR_446
GTCGCGATTCGATAAGGAAACAGGCTCTTGGTGCAG
>DR_447
GGTGCACCAAGAGCCTGTTTCCTCTTCGAATCGCGAC
>DR_448
CTCCGCTCTCACACGAGAGCGTGAATTGAAAC
>DR_449

GTTGCATCCCAAAAGGGATTGAAAG

>DR_450
GTTTATAGCCTACCTATAAGGAATTGAAAC
>DR_451
GTTTATAGCCTACCTATAAGGGATTGAAAC
>DR_452
GTTACAATTACCTCCCGGTTATCAAGGGGATTGAAAC
>DR_453
GTTTAGTTGCTACCTTTGAGGGATTGAAAC
>DR_454
GTTTAGTTGCTACCTTTAAGGGATTGAAAC
>DR_455
CTCGCAATTGGATTAAGATGGGATTGAAAC
>DR_456
ATGTTCCCCACACGTGTGGGGATGAACCG
>DR_457

GTTCGCTGCCGCGTAGGCAGCTCAGAAA

>DR_458

CTCATCCATTAAAACAAGGATGGAAAC

>DR_459
GTTTCCATCCTTGTTTTAATGGATGAGTAATTCAAAC
>DR_460
GTTTCCATCCTTGTTTTAATGGATGAGGTATTCAAAC
>DR_461
GTTAAAATCAGACCCTTAGGGGGATGGAAAT
>DR_462
ATTAAAATCAGACCCATAGGGGGATGGAAAC
>DR_463
TTCATCAAATAACACAATAACAAATGTAA
>DR_464
GTTAAAATCAGACCCTTAGGGGGATGGAAAC



>DR_465
GTTTCCAGCCTACCTATGAGGGATTGAAAC
>DR_466
GTTGCCATCGCCCATAGAGGAATCTGAAC
>DR_467
GTTTCTAGCTTACCTATAAGGATTTGAAAC
>DR_468
GTTTTTAGCTTACCTATAAGGATTTGAAAC
SDR_469
GTCGCTCTCTAGGTGAGAGCGTGGATTGAAAT
>DR_470
GTCGCTCTCTGTACGAGAGCGTGGATTTAAAC
>DR_471
GTTTCAAATCCTTATAGGTAGGCTAGTAAC
>DR_472
GTTACTAGTCTACCTATAAGGATTTGAAAC
>DR_473
GTTAAAATCAGACCATTGATGGATGGAAAT
>DR_474
GTTAAAATCAGACCATTGATGGATGGAAAA
>DR_475
ATTTCCATCCATCAATGGTCTGATTTTAAC
>DR_476

GTGCTCCCCGCGTGAGCGGGGATGAGCC

>DR_477
GTTCCAATAAGACTCAAAGAGAATTGAAAG
>DR_478
GTGAGAAAACCTTGCCTGATTAAGAAGGCATTACGAC
>DR_479
GTTTCCATTCCTTTTAGTTAGGCTGTGAAC
>DR_480
GTCGCTCCCTTCACGGGGGCGTGGATTGAAAT
>DR_481
CTTTTCTCCGCGTATGCGGAGGTAGTTCC
>DR_482
CTTTCAAACCCACTACCCCGCAAGGGGACTGAAAC
>DR_483
GTTTCCATCCCTCTTAAGTTCGATTGAAAC
>DR_484
GTTTGAACCCTACCTATGAGGAATGGAAAC
>DR_485
GTTTGAACCCTACCTATAAGGAATGGAAAC
>DR_486
GTTGCGATCCCTCCAGGGATGATCAGCGAC
>DR_487
GTGCCGCTCGCCGTGATGCCGGAAGGCGTTGAGCAC
>DR_488
GTCCCGCTCGCCGTGATGCCGAAAGGCGTTGAGCAC
>DR_489
GTGCTCAACGCCTTTCGGCATCACGGCGAGCGGGAC
>DR_490

GAATCTCAAGTTGAGGATTGAAAG

>DR_491

GGATCACCCCCGCTCGCGCGGGAATTAC

>DR_492
GTTTTGGAGCAGTGGAATTCTGACTGGTAGTCAAAC
>DR_493
GTTTGACTACCAGTCAGAATTCCACTGCTCCAAAAC



>DR_494
GTTGTAACTAATCACAAAGTTACGGAAAATTGAAAGCAATTTACAAC
>DR_495
GTTGTGGTTTGATTAAAGATTAGAAAACACGATATG
>DR_496

GTCGTCCCCGCGTGCGCGGGGGAAAACC

>DR_497
GTTGCAATAAGACTCTGGGAGAATTGAAA
>DR_498
GTTTCCGTAGAACAGTGTTGTGTGGAAAG
>DR_499
GTCGCACCTCACGCAGGTGCGTGGATTGAAAT
>DR_500

GAAACAACCAAGAATGAATTGAAAG

>DR_501
GTTTCAAACCCTCGAAGGATCTCTACAAAC
>DR_502

CTTAATCTCCTATAGAGTTGAAAG

>DR_503

GTTTTTCCCGCACACGCGGGGGTGATCC

>DR_504
GTGCTCTCCGCGCGAGCGGAGGTGAGCCG
>DR_505
GTTTGTAGCCTGCCCTTTGGGGATTGAAAC
>DR_506
GTTTGTAGCCTCCCCTTTGGGGATTGAAA
>DR_507
GTGCAAAAATCTTTGATGCCGAAAGGCGTTGATCAC
>DR_508
GTCATGGGTCTTGAAAAAGACCCCTTGAATT
>DR_509
GTGTTCCCCGCACGCGCGGGGATGAACCG
>DR_510
GTGTTCCCCGCACACGCGGGGATGAACCG
>DR_511
GTTTAAAACCACTTTAAAATTTCTACTATTGTAGAT
>DR_512
GTTGTAACTGCCCTTATTTTGAAGGGTAAACACAAC
>DR_513
GTTGCAATAAGACTCGAGGAGAATTGAAAG
>DR_514
GTTACTAGCTTACCTATGAGGGGTTGAAAC
>DR_515

GAATCTCAAAGAGAGGATTGAAAG

>DR_516
GTCAGAATCTAAGAAGCCCCGGAAGGGGATTAAGAC
>DR_517
CTGCTCCCCGCGCACGCGGGGATGGCCCC
>DR_518
GTGCTCCCCGCGCGTGCGGGGATGGTCCC
>DR_519
GATTCAATCGAACCGATACGGAATGGAAAC
>DR_520
GTTTTAGACCTTCCTATAAGGGATGGAAAC
>DR_521
GCGTTCCCCACGCCCGTGGGGATGAACCG
>DR_522
GTTACTTACCATCACTTCCCCGCAAGGGGATGGAAAC



>DR_523
GTCCTCCCCGCGCGAGCGGGGGTCTACCG
>DR_524
CTTTTAATCGGACTATCATAGAATTGAAAC
>DR_525
GTTATAATCGCACCATGGAGGAATTGAAAC
>DR_526
GTCTTCCCGAGCAGAAATGCTTGGGCCTCATTGAAGC
>DR_527
GTTAAAATCAGACCTCTTGGAGGATGGAAAC
>DR_528
GTTTCCATACCCGAATCGGTCTGATTTTAAC
>DR_529
GTTAAAATCAGACCGATTCGGTATGGAAAC
>DR_530
ATCCGAATATCACTACTCTCTGAAAGAGATAGAAAC
>DR_531
ATCCGAATATAACTACTCTCTGAAAGAGATAGAAAC
>DR_532

GAAGAACCTACAAAAGAATTGAAAC

>DR_533

GTATCTCAAAAAGAGGATTGAAAG

>DR_534
GTCGCACTCTATGTGAGTGCGTGGATTGAAAT
>DR_535
GTCGCACTCCATATGAGTGCGTGGATTGAAAT
>DR_536
GTCGCACTCTGTATGGAGTGCGTGGATTGAAAT
>DR_537
GGCTCATCCCTGCTAGTGCGGGGAAAAC
>DR_538
GGCTCATCCCCGCTGGTGCGGGGAAAAC
>DR_539
GTCGCTCCCCATCCGGGGAGCGTGGATTGAAAT
>DR_540
GTTAAAATCAGACCGATTCGGAATGGAAAC
>DR_541
GAAGTCTATCAGGGTTTTTGAGAACTGAACCCCAGC
>DR_542
GGCTCATCCCCGCTAGTGCGGGGAAAAC
>DR_543
GTCGCCCCCCACGCGGGGGCGTGGATTGAAAC
>DR_544

GTCAAAATCAAAAGATAGTTGAAAC

>DR_545
GTTTATAGCCTACCTATGAGGAATTGAAAT
>DR_546
GTTTCAGACATGCCCGGTTTAGACGGGATTAAGAC
>DR_547
GTTTCGATCCACGCCCCCGCGGGGGGAGCGAC
>DR_548
GCGTTCCCCACGCGGGTGGGGATGAACCG
>DR_549
GTTTCCACGACCCAACAGTCGTGGCCTCATTGAAGC
>DR_550
GTTCGAGTGGACCTAATCCCCGCGAGGGGACGGA
>DR_551
GTCGCGCCCCACACGGGCGCGTGGATTGAAAC



>DR_552
GTTTGCTAATGACAATATTTGTGTTGAAAC
>DR_553
GTCTGAAGAAACGATCCAACAGCGAGGATACTGAAAG
>DR_554
GTTTTAGAAGTGACTATGAGGGATGGAAAC
>DR_555
ATTTGAGTAGATCCATATTGGAATGTAAAT
>DR_556
GTTGATCCGCCGAGATCGTCGGCGGCCCCATTGAAG
>DR_557
ATTTAAATTCTAATATAGAAATACATAAAT
>DR_558
ATTAAACCTTAACACTATGTGTATTTAAATT
>DR_559
GTTGCACCGGCCCGAAAGGGCCGGTGAGGATTGAAAC
>DR_560
ATCTCCGAAGTCTCGGCTTCGGAGCTTCATTGAGGG
>DR_561
GTTTCCATCCTTGTTTTAATGGACTGGCGATTCAAAC
>DR_562
GTCTAAAGACATGCCCTGATCTCAAAGGGATTAAGAC
>DR_563
CTTTGAACCGTACCTATAAGGGTTTGAAAC
>DR_564
GTTGTTATTGCACTAGTAAAACTAGAAAATCTGAAAGCAATTCACAAC
>DR_565
GTTTTTATCGTACCTATGAGGAATTGAAAC
>DR_566
GTTTTACAGTTACTTAAATCTTGAGAGTACAAAAAC
>DR_567
GTTTTAGAGCTATGTTGTTTTGAATGGTCCCAAAAC
>DR_568
GTTTTCAGCGTACCTATGAGGAATTGAAAC
>DR_569
ATTAAAATAAGACCATTATGGGATTGAAAT
>DR_570

GTTTTATATTAACTATATGGAATGTAAAT

>DR_571

GTTTTATATTAACTAAGTGGTATGTAAAG

>DR_572

GTTTTATATTAACTATGTGGTATGTAAAG

>DR_573
GTTAAACAGTAACATGAGATGTATTTAAAT
>DR_574
GTCGCTCCCTTCACGGGAGCGTGGATTGAAAT
>DR_575
GTCGCGCCCTTCGCGGGCGCGTGGATTGAAAC
>DR_576
GTTTCAGATGAACCCTTGATGGGTTGAAGT
>DR_577
GTTGCAACGAAGAGAAAACCCGCTAAGGGATTGAAAC
>DR_578

GAATCTGTTAGATAGAATTGAAAG

>DR_579

GTGTTCCCCGCGCCTGCGGGGATGAACCG

>DR_580
GAAGCGACCACTGCCCCGCAATGAAGGGGATTGA



>DR_581
GTTAAAATCAGGCCTTAGAGGGATTGAAAC
>DR_582
GTTTCCATAACCGAAAGGTTGTGGCAGAATTGAAGC
>DR_583
GTTTTGGGGTTGTACAATTATTTTGTTAAGTAAAAC
>DR_584
CCAATAATCCCTCATCTAAAAATCCAACCACTGAAAC
>DR_585
GTTTCAGACGGACCCTTGTGGGGTTGAAGC
>DR_586
GTTTTAGTTACTTAATGTGAAATGTAAAT
>DR_587

GTTCACTGCCGTGTAGGCAGCTAAGAAA

>DR_588
GTCTCGCCTTTCATGGGCGAGTGGATTGAAAT
>DR_589
GTGTTCCCCGCGTGGGCGGGGATGAACCG
>DR_590
GATATAAACCTAATTACCTCGAGAGGGGACGGAAAC
>DR_591
CTGTTCCCCGCATGCGCGGGGATGAACCG
>DR_592

GGATCACCCCCGCGTGTGCGGGAAAA

>DR_593
CTCGCAGCCCTTGCCCCGCTATCGAGGGGACTGAAAC
>DR_594

GTTTCCTCCGCGTGCGCGGAGATAGACC

>DR_595

GTTTCAGAACCACATAATGTTTGGAAAC

>DR_596
GTTTTAGTGGGACCCGATTTGTGAGGGGATTGCAAC
>DR_597
GTCGCACCCTTCACGGGTGCGTGGATTGAAAT
>DR_598
GCGTTCCCCACAGGCGTGGGGATGGACCG
>DR_599
GTGCTCCCCGCGCCCGCGGGGATGGTCCC
>DR_600

GTTCACTGCCGTATAGGCAGCTTAGAAA

>DR_601
GCAGCCACCTTCGGGTGGCTGTGTGTTGAAAC
>DR_602
ATTGGAATTCATGACCTGACTTGAAGGGATTACGAC
>DR_603
ATTGGAATCCATGACCTGATTAGAAGGGATTACGAC
>DR_604
GTTACAGACGAACCCTAGTTGGGTTGAAGC
>DR_605
GTTTCCGAAGAACTAAATAGTATGGAAAG
>DR_606
GTTCCAATAAGACTAAAAAAGAATTGAAAG
>DR_607

GAAGCAATCAAGAAGAATTGAAAG

>DR_608
GCTTCCAGACTACCTATGAGGAATTGAAAC
>DR_609
GTTTCCATACCACTATGGTTCTCACGCAAC



>DR_610
GTTGCGTAAGAACCATAGTGGTATGGAAAC
>DR_611
GTTTGAAGCCATGACCAATCGCTCCGGTCATGGAAAC
>DR_612
GTCGCACCCTTGCGGGTGCGTGGATTGAAAC
>DR_613
GTTTCCGTAGGACAGAATTGTGTGGAAAG
>DR_614
CTTCTAAACCTACATAGGATATTTCAAAC
>DR_615
GTTTTTAGTCTACCTATGAGGGATTGAAAC
>DR_616
GCTGCAGCACCCAATCCAATACAACAAGGATTGAAAC
>DR_617
GTTTTTGAACTTCCTATGAGGGATGGAAAC
>DR_618
GTTTTTAGTCTTCCTATGAGGGATGGAAAC
>DR_619

GTTCACTGCCGTATAGGCAGCTAAGAAA

>DR_620
GTTCCAATAAGACTACAAAAGAATTGAAGA
>DR_621
GTTCCAATAAGACTACAAAAGAATTGAAAG
>DR_622
GTTACAATAAGACTAAAATAGAATTGAAAG
>DR_623
GTCGCAATGGAGCCTGACCTTTGAGGTCAGGAAAAG
>DR_624
GTTATTGCTTACACAAGTATTGTACAGTGCTAAAAC
>DR_625
ATTCGTGAGCAAGATCCACTAAAACAAGGATTGAAAC
>DR_626
GTTACAGACGGACCCTTGTGGGGTCGAAGC
>DR_627
TCAGCCACGTACGCGTGGCTGTGTGTTTAAAC
>DR_628

CTTAACTGCCGCACAGGCAGCTTAGAAA

>DR_629
CGGTTCACCCCCACGCGCGTGGGGAGGAC
>DR_630
GTTTCTTATTAATGAATCCTAGTAATGGGATTGAAAC
>DR_631
GTTGCAATAAGACTCTAAGAGAATTGAAAG
>DR_632
GGGGCCATCCCCGCGTGCGCGGGGAGCAG
>DR_633
CTGCTCCCCGCGCACGCGGGGATGAGCCC
>DR_634

CTGCTCCCCGCGCACGCGGGGATGACCC

>DR_635
CTGAGCCCCACGCACGTGGGGATGGACCG
>DR_636
GTTAAAATCAGACCGGAACGGTATGGAAAT
>DR_637
GTTTTAGAAGGATGTTAAATCAATAAGGTTAAACCC
>DR_638
GCTTCAGATGTGTGTCAGATCAATGAGGTTTAAACC



>DR_639
GATCGATAACTACCCCGAATAACAGGGGACGAGAAT
>DR_640
GTCTGAACGGCATATCCAGAAGAACAAGGATTGAAAC
>DR_641
GTATTAATAGAACTAGAGTAGAATGTAAAT
>DR_642
GCATTAATAGAACTAAAGTAGAATGTAAAT
>DR_643
GTTGTAACTGCCCTTATTTTGAAGGGTAAACACAGC
>DR_644
CTTCCGCCGACTGGATTAAGTCGGATTAGTTGGAAAC
>DR_645
GTTTCCAACTAATCCGAATTAACCCAATCGGTGGGG
>DR_646
GTTTCCATTCAATTAATATCCCCAGCGAGTGGGAAT
>DR_647
GTGCTCAACGCCTTACGGCATCTAAGGTAGAGGAAC
>DR_648
GTTTCCATTCAATTGTTTTCCCTAGCGAGTAGGGAG
>DR_649
GCAGCGCTGGGAGCCCGCTTCCAGCGAGGATCGCAAC
>DR_650
GTTTCCATCCCCGTGAGGGGTAATGAATTGAAAAC
>DR_651
AATTGCAATTCAAACTAATCCCTATTAGGGATTGAAAC
>DR_652
GTATCCAAACCACTTCCCCCGCAAGGGGATGGAAAC
>DR_653
GTTTCCATTCAATTAGTTTCCCCAGCGAGTGGGGAG
>DR_654
ATTGCAATTAACACTAATCCCTATTAGGGATTGAAAC
>DR_655
TTTGAAAATCAACTAAATCCCTATCAGGGATTGAAAC
>DR_656
GTTGCAATTAACTTAAATCCCTATTAGGGATTGAAAC
>DR_657
GTTCCAATTAACTTAAATCCCTATCAGGGATTGAAAC
>DR_658
CTTTCAAACCCATTACCCCGCAAGGGGACTGAAAC
>DR_659
GTTGCACCTGGCCTTCGGGCTGGGTGAGGATTGGAAC
>DR_660
GTTTCAGTCCCCTTGCGGGGATTAAGTTCGCGGAAAG
>DR_661
GTGTTTTAACCTTAGATGCCACAAGGCGTTGATCAC
>DR_662
CTCTATCTTTTGTAGAGAAACTAATTGAATGGAAAC
>DR_663
GTCCCAATGACCCTAATCCCTTTCAGGGATTGAAAC
>DR_664
GTTGCACGAGATGCTTCCCCGTAAGGGGATTGCGAG
>DR_665
GTTTAAACTATTAATAATTCCTATGAGGAATTGAAAC
>DR_666
GTTTAAATGCACCTAAATCCCTTTTAGGGATTGAAAC
>DR_667
ATTGCAATTTCTATTACTCCCTATTAGGGATTGAAAC



>DR_668
CTTGCAAAACATCAAAATCCCTATTAGGGATTGAAAC
>DR_669
GTTTCCATTAGTTCAACTTTCTAAGAAGTTAAAAG
>DR_670
GTTTCAGTCCCCTTGCGGGGATTAGTTATATCGAAAC
>DR_671
CTCTCCCTTAATGGGAGAAACTAATTGAATGGAAAC
>DR_672
GTCGCTACCCTTCGGGGTAGTGGAATTATTGGAAAC
>DR_673
GTCTCGAATCCACTTTCCCCGCAAGGGGACGGAAAC
>DR_674
GTTTAAACTCTAATTAATACCTATAAGGGATTGAAAC
>DR_675
GTTTAAACTCTTATTAATACCTCTTAGGGATTGAAAC
>DR_676
GTTTCAGACGAACCCTCGTGGGGTTGAAGC
>DR_677
GTTTCAATAAACCTAATCCCTTCCTAGGGATTGAAAC
>DR_678
GCCGGAATCAACCTAAACCCCTATCAGGGATTGAAAC
>DR_679
GCCGCAATCAAACTAAAACCCTATTAGGGATTGAAAC
>DR_680
GTTTTGATCGTACCTATGAGGAATTGAAAC
>DR_681
GGCCTGACGCTTACCTGATGAAGAAGGTATTGAGAC
>DR_682
GAATTCCGCGGCGAATAGCCGCGGCCTCATTGAAGC
>DR_683
CTTCGAGCGAAACATCCACGAGAACAAGGATTGAAAC
>DR_684
GTTTTTAGCCTACCTATCAGGAATTGAAAC
>DR_685

GTTTGAAGTTTACCTATAAGGAATTGAAA

>DR_686
GTTTGAAGTTTACCTATAAGGAATTGAAAC
>DR_687
GTTTGAAGTTTACCTATGAGGAATTGAAAC
>DR_688
GTTTAAAGTTTACCTATAAGGAATTGAAAC
>DR_689

GTGCTCCCCGCGCTAGCGGGGATGAGCC

>DR_690

GTAATAACGACAAGAAACTAAAAC

>DR_691

GATGAATCCCAAAAGGGATTGAAAG

>DR_692
CTTTCCTTCTACTAATCCCGGCGATCGGGACTGAAAC
>DR_693
GTCGCTCCCCGTGCGGGAGCGTGAATTGAAAC
>DR_694

CGGTTCACCCCCACATGCGTGGGGAATAC

>DR_695
ATTTAACTTTAACAAGTGTTGTATTTGAAT
>DR_696
ATTCAAATACAACACTTGTTAAAGTTAAAT



>DR_697

GTTTCATCTGAACCGTGTGGGATATAAA

>DR_698
GTTTCATCTGAACCGTGTGGGTTAAGAAG
>DR_699
ATTATAGCACATCTGAGAGAGGAAGGAAACTATAAC
>DR_700
ATCGCTCCCCGCATGGGGAGCGTGAGTTGAAAT
>DR_701
AGAATAACAGATGGGAATCTGTGAGCCAATCAGAAC
>DR_702
CTTCTTAACCCACACGGTTCAGATGAAAC
>DR_703
GTTTGAGAGTGTTGTCAAATACGAGGTAACTCAATC
>DR_704
GTGCTCCCCGTAGGCGCGGGGATGGTCCC
>DR_705
ATCTACACTAGTAGAAATTCTGAATGAGTTTTAGAC
>DR_706
GTTTTGGAGCAGTGACAAACTGACTGGTAGTCAAAC
>DR_707

GTTAACTACCGCATAGGTAGTTTAGAAA

>DR_708

GTTAACTACCGTATAGGTAGTTTAGAAA

>DR_709
ATTTAACTTTAACAAGAGTTGTATTTGAAT
>DR_710
TTCCTAAACTTCCTTAGAGGGATGGAAAC
>DR_711
CTCAGCACGTCGGAAACCTCGGAAGGGGATTGAAAC
>DR_712
GTTTCCATCCCTCTAAGGAAGTTTAGGAAG
>DR_713
CTTCCTAAACTTCCTTAGAGGGATGGAAAC
>DR_714
GTCGCTCCCCTCGCGGGAGCGTGGATTGAAAT
>DR_715
GATATACATTACCTATAAGGAATTGACAC
>DR_716
GTCGCCCTCTTCATGAGGGCGTGGATTGAAAT
>DR_717
CAGCCACCTACGCGTGGCTGTGAATTGAAAC
>DR_718

GTAACAACACAAAGAAACTAAAAC

>DR_719
GTTTTAATCGAACCAATCTGGGATTGAAAC
>DR_720
GTGGAACCAACACATTTGATGTATTGAAAT
>DR_721
GTTTTTAGACTACCTATGAGGAATTGAAAC
>DR_722
GTGCTCCCCGCAGGCGCGAGGATGGTCCC
>DR_723

GTGCTCCCCGCGCGAGCGGGGATGATCC

>DR_724

GTGGAGTCTCAAGAGAGAATGGAAAG

>DR_725
GTGTCCCCCGCGGATGCGGGGATGATCCG



>DR_726
CTGCTCCCCGCACCCGCGGGGATGGTCCC
>DR_727
GTTTTAGAGCTATGCTGTTTTGAATGGTCCCAAAAC
>DR_728
GTCGCCCCCCGTGCGGGGGCGTGGATTGAAAC
>DR_729

GTTCACCGCCACACAGGCGGCTTAGAAA

>DR_730
GTTTGTAGCCTTCCATTTGGGGATTGAAAC
>DR_731
GTTTCCATACCTCAAAGGAAGTATTGAAAC
>DR_732
CCGTTCCCCGCGCTCGCGGGGATGAACCG
>DR_733
GTTTGAAACGTAGACCTGATAAAGAAGGGATTAAGAC
>DR_734
GTTTTATCTGAACTATGAGGGATGTAAAT
>DR_735
GTTTTATCTGAACTATGAGGGATGTAAAC
>DR_736

GTTTTATCTGAACAAGTGGGATTTAAAC

>DR_737

GTTTTATTTGAACAAGTGGGATTTAAAC

>DR_738
GTTTCAGACCCGCTGGCCGCTTAGGCCGTTGAGAC
>DR_739

GTTCGCTGCCGCACACGCAGCTTAGAAA

>DR_740

CCTTCAAATCTCTATCTGAGATTC

>DR_741

GTGGAAATCAAAAGATAGTAGAAAC

>DR_742
GTCGCGCCCCGCGTGGGCGCGTGGGTTGAAAC
>DR_743
GTTTGAGAGATATGTAAATTCAAAGGATAATCAAAC
>DR_744
GTTGTTCTTTAACTATGTGGGATGTAAAT
>DR_745
GTCGCTGCGGCTTCGGTCGCAGCCTTTCATTGAGGT
>DR_746
ATTGCAATTAACTAAAATCCCTATCAGGGATTGAAAC
>DR_747
GTTTCGACCCACGCCCCCGCGAAGGGGGCGAC
>DR_748
GTCGCCTTCCCCCCGGAAGGCGTGGATTGAAAC
>DR_749
GTCGCACCCCTTGCGGGTGCGTGGATTGAAAC
>DR_750
AACCTACCACTGGCAAATCGGTAGGGAAACCACGGC
>DR_751
GTTGTGAATTGCTTTCAAATTGATATCTTCCCAAGGGAATCACAGC
>DR_752
GTTCTCAGCGTACCTATGAGGAATTGAAAC
>DR_753
ATTTCAATTAACATAAATCCTTATCAGGGATTGAAAC
>DR_754
GTTACAAACCTTGCTCCGTTAAGTAGGAGACTGAAAG



>DR_755
GTTTGTAGCGTACCTATAAGGGATTGAAAC
>DR_756
GTTGCAGTACCTTCCCCGATGACAAGGGGACTGAAAG
>DR_757

GTTTCTAATGTACCGTGTGGAGTTGAAAG

>DR_758
GTTGGAAACATTGACCTGACTTTAAGGGATTGCGAC
>DR_759
GTCTTAATCGTACTATTGTAGAATTGAAAT
>DR_760
GTTTTAATCGCACTATTGTAGAATTGAAAT
>DR_761

GTGTTCCCCGCATGTGCGGGGATGAACCG

>DR_762
GCAGCGCCGGGCGTCCGCGCCCGGCGAGGTTCCCAAC
>DR_763

GAATACAATAGAAAGAATTGAAAG

>DR_764

GAAGCAATAATGAAGAATTGAAAG

>DR_765
GTAGCACCCGGCCGCGAGGCCGGGTGAGGATTGAAAC
>DR_766
GTTGCCATACGTTCGACTTTCAAAGAAGTCTCAAG
>DR_767
GTTAGAAATCCATCTAAACTAGAATGTAAAT
>DR_768
ATTGCAGAGCCTATCCCGATGAAAAGGGAATTGAAAC
>DR_769

GAGTTCCCCACAAGCGTGGGGATGAACCG

>DR_770

GTTTAAAATAGACTTAATAGTATGAAAAC

>DR_771
ATACTAAACCCTTTGCAGGCGAAGCAGCATTGAAAC
>DR_772
ATACTAAACCCATTGCAGGCAAAGCAGCATTGAAAC
>DR_773
GTGGCGCTGGAGCATCCGCTCCAGCGAGGATCGCAAGC
>DR_774
CTTGTGATTACTCACACAAAAATAAGAACTTGAAAGCAAATCACAAC
>DR_775
GTTGCAATAAGACTCTGGGAGAATTGAAAC
>DR_776

GTTTCAGAACCACATGATGTTTGGAAAC

>DR_777
GTTCCAATAAGACTTTAAAAGAATTGAAAG
>DR_778

GATGCAACTCAGAAAGAATTGAAGG

>DR_779
GTTCCAATAAGACTTTAAAAGAATTGAAAT
>DR_780
GTTCCAATAAGACTTTAGAAGAATTGAAAG
>DR_781

CTGATCCCGCAAGAGGGAATTGAAAG

>DR_782

CTGTCAATGAAAAGAGGATGGAAAG

>DR_783

CTGATCCCGCGAGAGGGAATTGAAAG



>DR_784

GGGACCATCCCCGCGGGTGCGGGGAGCAG

>DR_785
GTTTAGAAGGCTCCTATGAGGGATGGAAAC
>DR_786
GTTTAGAGAGGTCCTATGAGGGATGGAAAC
>DR_787

GTTTGATCTGAACTATGTGGGATGTGAAC

>DR_788
GTTTGAGAGTTGTGTAATTTAAGATGGATCTCAAAC
>DR_789
GTATCTCCCGGCTAAATAGCCGGGAGTGGATTGAAAC
>DR_790
GTTGTGTGTACCCTTCGAATAGAGGGTAGATCCAAC
>DR_791
GAAGTCTATCAGGGTTTTTGAGAACTGAACCCCAGT
>DR_792
GTAAAATCAGATCCCTCGGGGAATGGAAAT
>DR_793
ATTAAAATCAGACCGTTTCGGAATGGAAAT
>DR_794
GTCACAATGGAAAAGAAAACCCGATAGGGATTGAAAC
>DR_795

CCGTTCCCCGCAGGCGCGGGGATCAACCG

>DR_796
AGCCTACCACGGGGAAATCGGTAGGGAAGCCACGGC
>DR_797
GTTGCAGCCGTCTTTCGGGGCGGCTGAGGATTGAAACC
>DR_798
GTCGCTCCTCGTGAACGCGGGGAGCGTGGGTTGAAAC
>DR_799

GGACGATCCCCGCGCGGGCGGGGAGGAC

>DR_800

CGCTGTAACCGCGTGCGCGAGGAGCGGTG

>DR_801

GTCGGCCCCGCACACGCGGGGATAGACC

>DR_802

GTGAACTGCCGCATAGGCAGCTTAGAAA

>DR_803
GTTAAAATAAGACCTCTTGGAGGATGGAAAC
>DR_804

GTGTTCCCCGTAGGTACGGGGATAAACCG

>DR_805

GTAGAAGAAGTACCATGTGGTGTGGAAAC

>DR_806

CTGTTCCCCGCACGAGCGGGGATGAACCG

>DR_807
GTTTCCATCCTTGTTTTAATGGACTGGTGATTCAAAC
>DR_808
GTAGGAGCGTATTCCATTTCAGACGGGGACTGCGAG
>DR_809
CATCAAGAGCAAGTTCCACGAAAACAAGGATTGAAAC
>DR_810
CTCAGAAACCATAATCCACCAGAACAAGGATTAAGAC
>DR_811

GTCGTCCCCGCGTGTGCGGGGGAAAACC

>DR_812
GTTTCAGAAGTATGTTAAATCAATAAGGTTAAGACC



>DR_813
ATTAAAATAAGACCGTTTCGGAATGGAAAT
>DR_814

CTTGCAATTCTATCTCGAAGATTC

>DR_815

GTTACCTGCCGCATAGGCAGCTTAGAAA

>DR_816
GTTGCAGCCCCCACGATCCGCTAGAGGATACTGAAAG
>DR_817
CTTTCAGTATCCTCTAGCGGATCGTGGGGACTGCAAC
>DR_818
GTCGCACTCCTTGTGAGTGCGTGGATTGAAAT
>DR_819
GTCGCGGCCTGCCTTCGGGTGGGCCGAGGATTGAAAC
>DR_820

CTGAGCCCCATGCACGTGGGGATGGGCC

>DR_821
GTTGAAACTCACCTTAATCCCTATTAGGGATTGAAAC
>DR_822
GTTTTAATTCCTTAACCCCTTACGGGGATGGAAAC
>DR_823
ATTGCAATTTCACTTAATCCCTATTAGGGATTGAAAC
>DR_824

GTCGTCCCCGCGCAGGCGGGGGTAATCCG

>DR_825

GTAGTCCCCACGCCCGTGGGGATGGACCG

>DR_826
GTTTAAACATCAACTAATCCCTATTAGGGATTGAAAC
>DR_827
AATTGCAATTTCAAATAATCCCTATTAGGGATTGAAAC
>DR_828

GTTCGCTGCCGCGCAGGCAGCTCAGAAAT

>DR_829
GTCGCGTCTCACGTAGGCGCGTGGATTGAAAC
>DR_830
ATTGAAATAAACTTGACCCGTTTGAGGGGATTGTGAC
>DR_831
GTTGGGAATACCCTTAGTTAGAAGGGTGGAGACAAC
>DR_832
GTTTGAGAATGATGTAAAAATGTATGGTACTCAAGC
>DR_833

CTTTCTATTCCCTTTAGGGATATGC

>DR_834
GTTAAAATCAGACCAAAATGGGATTGAAAT
>DR_835

GCTAATCCATAATGGAATTGAAAG

>DR_836
GTATCAATCACCTCGAAAGGGGTGACTACATTGAAGC
>DR_837

GTTCACTGCCGGATAGGCAGCTCAGAAA

>DR_838
GTTTCAGCGACCGACCCGACGAAAAGGGGACTGAAAG
>DR_839
GTTTCCAGCCTACCTACGAGGGATTGAAAC
>DR_840

GTTTCATCTGAACCATGTGGGATATAAAG

>DR_841
GTAGGAAACAAGACCTCATTTAAAAGGGATTGCGAC



>DR_842

GGTGTCCCCGCACCCGCGGGGATAGTCC

>DR_843

GGGATCATCCCCGCGTGCGCGGGGAGCAC

>DR_844

CTATTCCCCACACACGTGGGGATGAACCG

>DR_845
CTATTGAGGGATGCCGCTAGAGGAAGCGGATTGAAAC
>DR_846

GTTTACATCCCTCATAGTTCAGATAAAAC

>DR_847

GTATCAGAAACGAATGAATTGAAAG

>DR_848
GTCTGAACAAATGACCTGATTAAAGGGATTAAGAC
>DR_849
GTCGCTCCCCGCTCGGGGGGCGTGGATTGAAAC
>DR_850

GGTTCCTCCGCGTGTGCGGAGATAGACC

>DR_851

GTTAACTGCCGTATAGGCAGCTTAGAAA

>DR_852

GTGCTCCCCGCACGCGCGGGGATGAGCCC

>DR_853
ATTGCAATTCAAACTAATCCCTATTAGGGATTGAAAC
>DR_854
GTTTTGGTACCATTCTAAACAACATGACTCTAAAAC
>DR_855
CTTACCATGTCTGAAAAGACATGGCTCCATTGAAGC
>DR_856
CTTTAGACTTCTTCGGAAGTTGAATTAATGGAAAC
>DR_857

GGTTCCCCCGCACTCGTGGGGATAGACCC

>DR_858

GTTTAAGATGTACTAGTTAGTATGGAAG

>DR_859
GTTAAAACCCTCTAAAATCCCTATCAGGGATTGAAAC
>DR_860

TTTTCTCCACGTATGTGGAGGTGATCC

>DR_861

GCTCCCCGCGCACGCGGGGATGAGCC

>DR_862

GTTCGTCATCGCATAGATGATTTAGAAA

>DR_863
GTTGAACAATAACAAGAGTTGTATTTAAAT
>DR_864
GTTGCAACACCATATAATCCCTATTAGGGATTGAAAC
>DR_865

GAAGAATCTACAAAAGAATTGAAAC

>DR_866
GTTTTAACTAACAAAAATCCCTATCAGGGATTGAAAC
>DR_867
GTCTTAATAGCCTTACGGACTGTGTATGTATAGTGAG
>DR_868

GTTTCTAATATATTAGAAATATTGAAAG

>DR_869
GTAAGAAAGGGAGGCTCCTGAAAATGGAGATTGAAAG
>DR_870
GGATCGCCCGGCATTCATGTCGGGCGCGGATTGAAAC



>DR_871

GTTTTATATTAACTATGAGGAATGTAAAT

>DR_872

GGAAGATCCCCGCGCGGGCGGGGACGAC

>DR_873
GTCGCAACGAGTGAGAAAACCCGATAGGGATTGAAAC
>DR_874
GTTTCGATCCACGCCCCCGCGAAGGGGGCGAC
>DR_875
CTGTCACCGGCGCCAAGCGTCGGTCCTCATTGCGGC
>DR_876
CCGTCACCGACGCGCAGCGTCGGTCCTCATTGCGGC
>DR_877
GTCGCTCATCACCCCTGGAGGGATCGCAAC
>DR_878
GAAGCGACCACTGCCCCGCAATGAAGGGGATTGAAAC
>DR_879
GTGGAAAAACCCCAAATCCCCGCCAGGGGATTGAAAC
>DR_880

GTGTTCCCTGCGCCAGCGGGGATAAACCG

>DR_881
GATTAACCTTAACATGAGATGTATTTAAAT
>DR_882
CTTATAATTGCACCAATATGGAATTGAAAC
>DR_883
GTCGCGCTCTTCGCGAGCGCGTGGATTGAAAC
>DR_884
GTTTTGTTTGTACCTATAGGGGATTGAAAC
>DR_885
CCCTACCTATTGGGTTGAATAGGAATTGTTGGAAAC
>DR_886
GTTTCAGTGCTCTACCGTGAGCCGAAAGTATTGAAAG
>DR_887
GTTTCAGTGCTCTACCGTGAGCCGAAAGTATTGAAA
>DR_888
CTTCAAAACACCAAAATCCCCGTGAGGGGATTGAAA
>DR_889

GGGTCGATCCCCGCGCACGCGGGGAAGCC

>DR_890
GTTTGGTAAGAACCAATGTGGTATGGAAAC
>DR_891
GCGTCGCTGGAGGTCTAGCCGCTAAGGCTGTTGAAAC
>DR_892
ATTAAAATCAGACCTCTTCGAGGATGGAAA
>DR_893

GTTTTAATCGCACCTTTTTGGTATTGAAA

>DR_894
AATCAGAGAATACCCCGTATAAAAGGGGACGAGAAC
>DR_895

GTTACGAATCCCTATAAGGGGTTATGAG

>DR_896
GTTGTGAATTGCTTTCAGAATTGTACTTTTAGTACTGGATTCACAGG
>DR_897
GTAAAATAACGCCCCTAAGGGGATGGAAAC
>DR_898

GTGAGCCCCGCGCACGCGGGGATGAACCG

>DR_899
GTCTTAATCCTTGTTTTAATGGAAGATACTCATTGAG



>DR_900
GTCGCAATCCCTTCGTAATCAGGTCAATGAAGCAGAG
>DR_901
GTCGCGCCCCACGCGGGCGCGTGGATTGAAAT
>DR_902

CTTCACTGCCGTGTAGGCAGCTCAGAAA

>DR_903
GTTAAAATCAGACCCTTAGGGGGATGGAAA
>DR_904

GTTTGGTTGCTACCTTTGAGGGATTGAAA

>DR_905

GAGTTCCCCACACACGTGGGGATGAACCG

>DR_906
GTCGCGACACCCAGAAAACCCAGAACGGGATTGAAAC
>DR_907
GTCGCTCCCTGTGAGGGGAGCGTGGATTGAAAT
>DR_908
GTCGCGCTCTCACGAGCGCGTGGATTGAAAC
>DR_909
GTCAGACCCTACCAATTCCCCGCAAGGGGACGGAAAC
>DR_910
GTTTCCGTCCCCTCTCGGGGTTTTGGGTCTGACGACC
>DR_911
GATCGATAACTACCCCGAAGAATAGGGGACGAGAAG
>DR_912
GCTTTAGAAGTGACTATGAGGGATGGAAAC
>DR_913
TTTGGTACCATTCTAAACAACATGACTCTAAAAC
>DR_914
GTTAAAACGCGAATCTCCAAATAGTGGAGATTGAAAG
>DR_915
GTCTCACCCTTCGCGGGTGAGTGGATTGAAAT
>DR_916
GTTGCAATTTCTATTAATCCCTATCAGGGATTGAAAC
>DR_917
GTTTCCATCCCCGTGAGGGGTAATTAATTGAAAA
>DR_918
CTTTCATTACAATGAATCCCGGCAACGGGATTGAAAC
>DR_919
CTTTCAGTACAATGAATCCCGGCAACGGGATTGAAAC
>DR_920
GTCTCCTTTACCACTTCCCCGAGAGGGGATTGAAAC
>DR_921
GTTTCCATTCAATTAGTTTCTCTACAAAAGATAGAG
>DR_922
GTTTCCATTAATTCCACTTCTCAGAATAGAAGTGAC
>DR_923
GTGATCAACGCCTAATGGCGATCTGAGGTTTAACAG
>DR_924
GCTTCAATGGGGCCACGGCTCGGAAGCCGTGGAAGAC
>DR_925

GCGTTCCCCGCCCGCGCGGGGATGAACCG

>DR_926
GTTGTGAATACCCTTCAAAGTGAGAGCAGTCCCAAC
>DR_927
GTCGCTCCTCTCGTGGGAGCGTGGATTGAAAT
>DR_928
GTTAAAATAATTCCATATAGGAATTGAAAT



>DR_929
GTCTCAGGTAGATGTCGAATCAATCAGTTCAAGAGC
>DR_930
GTGCTCAACTCCGAAAGGAGTCACTGATTGAATCGC
>DR_931

GTGGTCCCCGCGCCCGCGGGGGTGGTCC

>DR_932
ATTATAGCGAGGAATGGCTGAGTAGGCGGCTATAAC
>DR_933

GCTCCACCATAGTTTGCGGTGTTG

>DR_934
GTCGCTCCCCGTGAACGCGGGGAGCGTGGGTTGAAAC
>DR_935
GTTTTCCGCTTTGAAAAAAAGCGGCTCCATTGAAGC
>DR_936
ATTAAACCTTAACACTAAGTGTATTTGAAC
>DR_937
GTCACTTCTATTCTGAGAAGTGGAATTAATGGAAAC
>DR_938
GTTGAAATTTCAAATAATCCCTATTAGGGATTGAAAC
>DR_939
GTTCGATTCCACATTTACCCCGTAAGGGGACGGAAAC
>DR_940
GTTAGAATCAGACCATGTTGGGATTGAAAG
>DR_941
GTCACTCCCTTCGCGGGAGTGTGGGTTGAAAT
>DR_942
GTCGCTCCTCTCGTAGGAGCGTGGATTGAAAT
>DR_943

GGAAACCACGAGATGGTGTTGCAAC

>DR_944
GTCGCACCCCGCAGGGGTGCGTGGATTGAAAC
>DR_945
GTTTTAATTACTTATTATGAAATGTAAAT
>DR_946
GTTGTGGTTTGATTAAAGATTAGAAAACACGATATT
>DR_947
GTTTTAGTTATCTGACATATCTAAGGAATAGACGAC
>DR_948
GTGCTCAACGCCTTACGGCATCAGAGGTAGAGGCAGC
>DR_949
ATCGCTCCCCGTGCGGGAGCGCGGATTGAAAC
>DR_950
ATTCTACCATTTCAAAGATCTGATTCAAGCCACAAC
>DR_951
GTTAAAATCAGACTATTTTAGGATTGAAAT
>DR_952

GATGCATCCCAAAAGGGATTGAAAG

>DR_953
CTTTCAACAATTTCGGCTCACGGTAGAGCACTGAAAC
>DR_954
GTTTGAGAATGATGTAATTTCATATAGGTATTAAAC
>DR_955
GTTTCCAATCTATTTGCTTCTCAGGTGAAGAGAAAC
>DR_956
GTGTCCAAACCATTGATGCCGTAAGGCGTTGAGCAGC
>DR_957

CCCCCTCACGGGGGTGCGGATTGAAAC



>DR_958
GTATTCCCCGCGCCAGCGGGGATAAACCG
>DR_959
CCGCAGCCCTCTCCCCGCTACCGAGGGGACTGAAAC
>DR_960
GGTTCCCCCGCGTCCGCGGGGATAGGCCC
>DR_961
ATTTAAATACAATCCTTGTTAAAGTTCAAC
>DR_962
ATTATAGCATATCGGAGCCTGAATTGGAGCTATAAC
>DR_963
GATTAATTGATACATCCAGCATAAGAAGGATTGAAAC
>DR_964
GCTTCAATGAGGCCGCGGCTAAATGCCGCGGATGAC
>DR_965
GTTTCGACAGTACCTATGAGGGCTTGAAAC
>DR_966
GTAGCGCCCGTCTGTAAAGGCGGGCGAGGATTGAAAC
>DR_967
GCTTCAAACCCACGAGGGGTTCGGCTGAAAG
>DR_968
GGGATCAGCCCCGCGCCTGCGGGGAGCAC
>DR_969

TCCCCGCAGGCGCGGGGCTGATCCCG

>DR_970
GTGCTCCCCGCGCGTGCGGGGCTGGTCCC
>DR_971
GTTTCAGACGGACCCTCGTGGGGTTGAAGC
>DR_972
GTTTTAATAGCACAAATTGTATTGTAAAT
>DR_973
GTTTCAGACGGACCCTTGTGGGATTGAAGC
>DR_974
GTTTGTAGCCTACCTATGAGGGCTTGAAAC
>DR_975
ATTAAAATCAGCACGAGTCGTGATGGAAA
>DR_976
GTGCTCCCCGCGCAGGCGGGGGTGATCCG
>DR_977
GTCGCTCTCCTCACGGAGAGCGTGGATTGAAAT
>DR_978
GTTGCACTCGGGCAAAAGCTCGAGTGAGGATTGAAAC
>DR_979
GTGGCGCTGGAGCACCAGCTCCAGCGAGGATCGCAAC
>DR_980
GTTTCAGACGAACCCTTGTGGGATTGAAGC
>DR_981
GTTTTATCTGAACGGAGAGGGATTTAAAG
>DR_982
GTGCTCCCCGCGCACGCGGGGATGGTCCC
>DR_983
GTCGCAAACCAAAAGCCCCGTAAGGGGATTGCAAC
>DR_984
CTTTTCCCCACACGCGTGGGGATGAACCG
>DR_985
GTTACAAAAGGATCTGCCCCGTCAGGGGATTGAAAC
>DR_986
GAGGTCTCCGTAGGTACGGAGATAAACCG



>DR_987
GTTCACCGCCGCACAGGCGGTTTAGAAA
>DR_988
AGTCTACATTATCGGGATATGTGCTGCATCCGGAACT
>DR_989
GTTTCCATTCTGTTAGTTTTCTCCTAAGAGAAAAG
>DR_990
GTATTTCCCGCATACGCGGGGGTGATCC
>DR_991
GTTTGTATCTTACCTATAAGGAATTGAAAC
>DR_992
GTTCGTAGCCTCCCCTTTGGGGATTGAAA
>DR_993
GTTCGTAGCCTTCCCTTTGGGGATTGAAA
>DR_994
GTCGCGCCCTGTGCGGGCGCGTGGGTTGAAAC
>DR_995

GTTGCATCCCAAAAGGGATTGAAA

>DR_996
GTTTTACGGTTACTTAAATCTTGAGAGTACAAAAAC
>DR_997
GTTGAACTTTAACATTGGATGTATTTAAAT
>DR_998
GTTTAAATTCCTCTTTGGTGGATTGAAAC
>DR_999
GTTTGGACACTACCTATGAGGAATGGAAAC
>DR_1000
GTGTTCCCCGCCCACGCGGGGATGAACCG
>DR_1001
GTCCCGCTCGCCGTGATGCCGGAAGGCGTTGAGCAG
>DR_1002
GTAATTCCCGCGCGAGCGGGGGTGATCC
>DR_1003
GTTTATAGCCTACCTATGAGGAATTGAAAC
>DR_1004
GTTGGAACTGCTCTCATTTTGGAGGGTAATCACAAC
>DR_1005
GTTATCTGCCGCACAGGCAGTTTAGAAA
>DR_1006
GTCGCACCCTTCATGGGTGCGTGGATTGAAAT
>DR_1007
GTTTCAGACGTACCCTTGTGGGGTTGAAGC
>DR_1008
GTTTTTATCTAACTGATGAGGAATGTAAAT
>DR_1009
GTCGCTCCCGTGCGGGGGCGTGGATCGAAAC
>DR_1010
GTTTGTATTTTACCTATGAGGAATTGAAAC
>DR_1011
GGAGCAACCCCCGCGAGCGCGGGGCCGAG
>DR_1012
CTCGGCCCCGCGCTCGCGGGGGTTGCTC
>DR_1013
GTCGCTCCCTACATGGGAGCGTGGATTGAAAT
>DR_1014
CTTTCTACAGTACCTATAAGGAATTGAAAT
>DR_1015
GCTGTTTCCAATGGTTCAAAGATACTAATTTGAAAGCAAATCACAAC



>DR_1016
GTGCTCCCGGTCTTCACGGCCGGGTTCCATTGCAGC
>DR_1017
GTCGCCCGCTCCACGCGGGCGTGGATCGAAAC
>DR_1018
CTTTCAGTATCCTCGCTGTTGGATCGTTTCTTCAGAC
>DR_1019
GTTGCTCCGCCGAGATCGTCGGCGGCCCCATTGAAGC
>DR_1020
GTTGAACATTAACATAAGATGTATTTAAAT
>DR_1021
CCCTGAAAAGCATTCCTCTCGCAAGAGAGATTAAGAC
>DR_1022

GAATCTCTCAGATAGAATTGAAAG

>DR_1023
CTATCCATGGCTGAAAAGTCGTGGCCCCATTGAAAC
>DR_1024
GTTTGCCCCGCACAGGCGGGGATGATCCG
>DR_1025
GTGTTCCCCGCGCGAGCGGGGATAAACCG
>DR_1026
GTTTAAATACAAATCTTGTGTCGGTTCGAG
>DR_1027
GTGTTCCCCGCGCTCGCGGGGATGAACCG
>DR_1028
ATTGTTCCGGTCTTCCAGGCCGGACTTCATTGAGAC
>DR_1029
CTTGGTTTTAATATGTCAAAGAAAAAATTTGAAAGCAAATCACAAC
>DR_1030
CTTTTAATCAGACCAGTGTGGAATTGAAAC
>DR_1031
GTTGTGAATTGCTTTCAAAATTGTATTTTTAGTGATAATTCACAGG
>DR_1032
CGGATTACCCCCGCCTGCGCGGGGAGGAC
>DR_1033
CTTTCCAAACCAACTCCCCTCAACGGGGATGGAAAC
>DR_1034
CTTTCCAAACCAACTCCCCTCAGCGGGGATGGAAACT
>DR_1035
GTTTTAATTCCTTTACCCCTCACGGGGATGGAAAC
>DR_1036
ATTGCAATTTCAACTAATCCCTATTAGGGATTGAAAC
>DR_1037
CTCTCTATTTATTAGAGAAATTAGTTGAATGGAAAC
>DR_1038
GTTGAAATTTAATTAACGCCCTATTAGGGATTGAAAC
>DR_1039
GTTTCAAAGCTTCTTTTGAAGCTGAATTAATGGAAAC
>DR_1040
CTTTAAACTTCTTCGGAAGTTGAATTAATGGAAAC
>DR_1041
CTTCCACTAACCATTTCCCCGTAAGGGGACGGAAAC
>DR_1042
CTTTCCGCTAACTAATTCCCCGCAAGGGGACTGAAAC
>DR_1043
GTTGCAATTCACCAAAATCCCTATTAGGGATTGAAAC
>DR_1044
GTTTCAGTCCCCTTGCGGGGATTATTTATTTGGAAAC



>DR_1045
CTTTCAACCCGCCCCACTCCGGGAGGGGTGTTGAAAC
>DR_1046
GTCTTCCACGGCCTCCGGGCCGTGGCCCCATTGAAGC
>DR_1047
GTTTCAACCCACGCCCGCGCACAGCGGGCGAC
>DR_1048
GTCAGAACGACTTCCCTGATGAAGAAGGGATTAAGAC
>DR_1049
GGCCTAGCACTTACCTGATGAAGAAGGTATTGAGAC
>DR_1050
ATTAATCCGGTCATTTTGGCCGGACACCATTGAGGG
>DR_1051
GCAGCGGCGGGCCTTGCCCGCCGCTGAGGATCGGAAC
>DR_1052
GCCTCAATGGTGTCCGGCCAAAATGACCGGATTAAT
>DR_1053
CCCTCAATGGTGTCCGGCCAAAATGACCGGATTAAT
>DR_1054
GTTACAAACCTTACTCCGTTAAGTAGGAGACTGAAAG
>DR_1055
CTTTGAATCTAACCATATTGGAATGTAAAT
>DR_1056
CAGCCACCTACGCGTGGCTGCGAATTGAAAC
>DR_1057
ATTGAGATAAGAGAACCCCGTGGAGGGGAGCGAGAAC
>DR_1058
ATTATACCATACCAAGTGATAACAGGGAATTACAAC
>DR_1059
GTCGTTCCCCACGAGGGAACGTGGATTGAAAT
>DR_1060
ATTTCAACTCACACGCCCGTGTAGGGCGTGAGC
>DR_1061
GTCGCCCTCCTCGCGGAGGGCGTGGATAGAAAT
>DR_1062
GGGACCATCCCCGCATGCGCGGGGAGCAG
>DR_1063
CGGCTCACCCCCGCGTAGGCGGGGAAGAC
>DR_1064
GTTAAAATCAGACTATTGTAGGATTGAAAG
>DR_1065
GCTGTTGTTTCCTGACAAATTGGAGAAGACTAATAC
>DR_1066
GTTTTAGAGCTGTGTTATTTTGAATGGTCCCAAAAC
>DR_1067
GTCGCACCCTTTGCGGGTGCGTGGATTGAAAT
>DR_1068

CTTCATCACCGCTCAGGTGACTTAGAAA

>DR_1069
GTTTTGCAGTTACTTAAATCTTGAGAGTACAAAAAC
>DR_1070
GTTGTGATTTGCTTTCAAAATTTTATCTTTGACATATCAGAAACAG
>DR_1071
GTTGTGTTACCCTCGTAATTTTTGCTATCTAACAAC
>DR_1072
GTTGAACCTCAACATAAGATGTATTTAAAT
>DR_1073
GTTTTAGTACTCTGTAATTTTAGGTATGAGTGAAAC



>DR_1074
GTTGCAGAAGCATTTCCAATAAAACAAGGATTGAAAC
>DR_1075

GCATATCCCTAAAGGGAATAGAAAG

>DR_1076

GATTAATCCCAAAAGGAATTGAAAG

>DR_1077
GGAAATACCTCCGCGTGTGCGGAGAAGAC
>DR_1078
GTTCTCTCCGCGCGAGCGGAGGTGGGTCG
>DR_1079
GTTTCCATCCCCGTGAGGGGTAAGAGATTAAAAAC
>DR_1080
GCAACACTTTATAGCAAATCCGCTTAGCCTGTGAAAC
>DR_1081

CTTCACTACCGCACAGGTAGCTTAGAAA

>DR_1082
GTGCTCCCCGCGCCAGCGGGGATGAGCCG
>DR_1083
GTTTTAATTAACAAAAATCCCTATCAGGGATTGAAAC
>DR_1084
GTCTCCCGAGGCAGTAATGCCTCGGCCTCATTGAAAC
>DR_1085
GTCGCCTCCCATGCGGAGGCGTGGATTGAAAC
>DR_1086
GACAGAATTGACCTGATTTACGAAGGGATTGCGAC
>DR_1087
ATGCTCCCCGCGCAAGCGGGGATGAACCC
>DR_1088
CTTTATATCTTATTGCACTCATAGAGGATTGAAAC
>DR_1089
GTCCGAACCTAGCCCTGTTGGAAAAGGGATTAAGAC
>DR_1090
GTTTTTATCGTACCTATGAGGAATTGAAAT
>DR_1091

GTTAATCTTCTATAGAGTTGAAAG

>DR_1092
GTTAAAAATAAGACTATAATAGGATTGAAAT
>DR_1093
GTTTTTACCTTACCTTGGAGGAATTGAAAT
>DR_1094
GCGTTCCCCGAGCACACGGGGATAAACCG
>DR_1095
ATTTCCGAATTTTCGGCTCGCAGAAGAGCACTGAAAC
>DR_1096

GTGGAGTCTCAAGAGAGAATAGAAAG

>DR_1097
GTTTTAGTCCCTTTTTAAATTTCTTTATGGTAAAAT
>DR_1098

CTGTTCCCCGCGCAGGCGGGGGTGATCC

>DR_1099
GTTTTAATCCCCTCTTCCTCGGGGCGTTGATTGAAAT
>DR_1100
GTTCCAATTAATCTTAAACCCTATTAGGGATTGAAAC
>DR_1101
ATTCTCAGTGAGCTCAGCTATCTTGCTCGA
>DR_1102
GTCGCACTCCTCGTGAGTGCGTGGATTGAAAT



>DR_1103
ATTCTATAAAATCAATTCTCGGAGGGCAACCCTAAC
>DR_1104
GTTACATCTGAACCGTGTGGGTTATAAAG
>DR_1105
GTTGATGATGTATCCCAGTGCACTGGGCTTGAAAC
>DR_1106
CTTTATATCTAATTGCACTCACTGAGGATTGAAAC
>DR_1107
GTCGCCCCTGCCCCCGCAGGGATGAACCC
>DR_1108
GTTTCAATAAGACTCTAAGAGAATTGAAAG
>DR_1109
GTTACAATTAAAATGAATCCCTATTAGGGATTGAAAC
>DR_1110
CTTTCTATTTAATGAATCCTGGCAACGGGATTGAAAC
>DR_1111
GTTTCCATTCAATTGGTTTCCCTAACAAGTAGGGAC
>DR_1112
GTTTCCAAGCCTGAATCCCGGTCTACGGGACTGAAAC
>DR_1113
GTTTTTATCTTCCTAAGAGGAATATGAAC
>DR_1114
TTTCCATACCTCTAAGGAAGTATTGAAAC
>DR_1115
CCTGGAATGCCTGATCCACGACAACAAGGATTGAAAC
>DR_1116
GTTTTTCTCCCGACTATGAGGGAATTGAAG
>DR_1117
GTTTTCTTTGAACCAAGTGGGATAGAAAG
>DR_1118

GAAACACCCCCACGTGCGTGGGGAAGAC

>DR_1119

GTTCACTGCCGTGTAGGCAGCTTAGAAA

>DR_1120

GGTTCATCCCCGCATGCGCGGGGCAGAC

>DR_1121
GTTAAAGTAAGTTATCCATTAAAACAAGGATTGAAAC
>DR_1122
ATTTACATTCCACTATGGCTAAATTAGATC
>DR_1123
GTCTGAAAACAAAATAATTCCCATAGGGAATTGAAAC
>DR_1124
GTTTTTAGCCTACCTATGAGGGATTGAAAT
>DR_1125
GTCAGAAACCACGTCACGCCGTCAGGCGTATAGAAAC
>DR_1126
ATTAAAATCAGCACGGATCGTGATGGAAA
>DR_1127
CGGTTCACCCCCACGCGTGTGGGGACAAT
>DR_1128
CAAGTTTATCAAGAAGGGTAGAAGCTAATTCCCAGT
>DR_1129
ATGTTCCCCGCGCCAGCGGGGATAAACCG
>DR_1130
GTTTTTAGAGTGCCTAAGAGGAATTGAAAC
>DR_1131
CCTTCAACGGGGCCGCGGGGTGAACCCGCGGAGTCAGC



>DR_1132

GTATTCTCCACGTGTGTGGAGGTGATCC

>DR_1133
GTTTCCGTCCCCTTACGGGGATAAGGAAGATTAAAC
>DR_1134
CTTGAACCAAGACATATGATGTATTGAAAT
>DR_1135
CTTTAAATCCCTCTCCGTTCAGATAAAAC
>DR_1136
GTTGCAGCCGTCCTTCGGGGCGGCTGAGGATTGAAAC
>DR_1137
GTTTTGGGGCAGTGTCGTTTTGACTGGTAATCAAAC
>DR_1138
CGGTTCATCCCCGCAGATGCGGGGAACGC
>DR_1139
CTTTCTATTAAATGAATCCTGGAAACGGGATTGAAAC
>DR_1140
GTCTCACCCATGAGAATGGGTGACTTTCATTGAGGG
>DR_1141
GTTTTTATCTTACCTATAAGGAATTGAAAC
>DR_1142
GTCGCTCTCCACACGGAGAGCGTGGATTGAAAT
>DR_1143
GTTTGAAATGCCCTATAAGGGATTGTGAC
>DR_1144
GTTGAAATCAGACTAATGTAGGATTGAAAG
>DR_1145
GTTTCAGTCCCCTTGTTTAGCGGGTGGTAATTGCAAC
>DR_1146
GTTGCACCCGTTGACCCGACGAAAAGGGGACTGAAAG
>DR_1147
GGTTTTATCTTACCTATAAGGAATTGAAAC
>DR_1148
GCTTTAATCGTACCTTTTTGGAATTGAAAC
>DR_1149
GTTTCAACCCGCGCGTCCGCGAGGGACGCGAC
>DR_1150
GTTTCCGTCCCCTTACGGGGATTATGGTTCTTATC
>DR_1151
GTTTTAATCGCACCTTTTTGGTATTGAAAT
>DR_1152
GTTAGTATTTTACCTATGAGGAATTGAAAC
>DR_1153

GTGGAAATCAAAAGATAGTAGAAAG

>DR_1154
GTCGCGCCCCGTGCGGGCGCGTGGATTGAAAC
>DR_1155
GCCTTCCCGGGCGGAAACGCCCGGGCCTCATTGAAGC
>DR_1156
GTTGAAGTAGAACATCCAGTAAAATAAGGATTGAAAC
>DR_1157
GTCGCACTCTGTATGAGTGCGTGGATTGAAAT
>DR_1158

TTTCTACAGTACCTATAAGGAATTGAAA

>DR_1159
GTCTCACTCTTCATAGAGTGAGTGGATTGAAAT
>DR_1160
ATTAAACCTTAACACTACGTGTATTTAAA



>DR_1161
GTTCTGACCGTACCTATGAGGGTTTGAAAC
>DR_1162
GTTTTAGTTACTTATTTTGAAATGTAAAT
>DR_1163
GTGCTCCCCGCGCCCGCGGGGATGATCCC
>DR_1164
GCCGCAACGTACTCCCCGGGCGATAGGGGACTGAAAC
>DR_1165

CTTCACTGCCGAATAGGCAGCTTAGAAA

>DR_1166
CTTAAAAACCATATTCCATTAAAACAAGGATTGCGAC
>DR_1167
CGGTTCATCCCCACGCATGTGGGGAACAG
>DR_1168
CTGCTCCCCGTGCACGCGGGGATGGACCC
>DR_1169

GTTCGCTGCCGCGCAGGCAGCTAAGAAA

>DR_1170
GTAGTCCCCACACGCGTGGGGATGGACCG
>DR_1171
GTTGCACGAGATGCTTCCCCGTCAGGGGATTGCGAG
>DR_1172
GTTTCCATCCCCGTGAGGGGTAAGTGATTTAAAAC
>DR_1173

CCCCGTGAGGGGTAATTAATTGAAAA

>DR_1174
GTTGAAATAACCTCTAATCCCTATTAGGGATTGAAAC
>DR_1175
GTTTTAATTCCTTTACCCCTCAGGGGATGGAAAC
>DR_1176
ATTCCAAACATTCTTAATCCCTATTAGGGATTGAAAC
>DR_1177
GTGAATTCCTATCAATTCCCCGCAAGGGGACGGAAAC
>DR_1178
GTTTAAATTCCACTTAATCCCTATCAGGGATTGAAAC
>DR_1179
GTTTAAATCCCCGATTTTCAGGGGACTAAATTGAAAC
>DR_1180
GTCGCCCTCCATGCGGGGGCGTGGATTGAAAC
>DR_1181
GTCGCGCCCCGTGTGGGCGCGTGAATTGAAAT
>DR_1182
GTATTAATAGAAACATTGTGGAATGTAAAG
>DR_1183
GTTTTAGTACCCGGGAAAATTAAGTGATTGGAAAAC
>DR_1184

GGATCATCCCCACGCGTGTGGGGACAAG

>DR_1185

GTTCCCCGCGGGTGCGGGGATGAACCG

>DR_1186
GTGCTCCCCGCGCGAGCGGGGATGATCCC
>DR_1187
GTGTTCCCCACAAGCGTGGGGATGAACCG
>DR_1188
ATTATATCACTTTTTAAAAAGAAATCAAATCACAAC
>DR_1189
GTTTGAGAGTAATGTTATTTTAAATAGATTCAAAAC



>DR_1190
GTCCTTACGGACGCTCCCTGACTGAAGGGATTAAGAC
>DR_1191
GTGTTCCCCGTAAGCGCGGGGATGATCCC
>DR_1192
GATTAACATTAACATGAGATGTATTTAAAT
>DR_1193
GTTGAACCTCAACATGAGATGTATTTAAAT
>DR_1194
GTTCAATCGAATCTATGAGGAATGGAAAC
>DR_1195
GTCGCATCCTACGCGGATGCGTGGATTGAAAT
>DR_1196
ATTAAAATAAGACCGTTTCGGAATGGAAAC
>DR_1197
GTTAAAATCAGACCTCTTGGAGGATGGAAAT
>DR_1198
GTTGAAATCAGACCAAAATGGGATTGAAAG
>DR_1199
GTCGCACTCTATATGGGTGCGTGGATTGAAAT
>DR_1200
GTCGCACTCTACATGAGTGCGTGGATTGAAAT
>DR_1201
GTGTTCCCCGCATGCGCGGGGATGAACCG
>DR_1202
GTTTTAGAGCTATGTTATTTTGAATGCTAACAAAAC
>DR_1203
GTTTCTATTAACACAAATCCCTATCAGGGATTGAAAC
>DR_1204
GTTTCCATCCCCGTGAGGGGTAAAGGAATTAAAAC
>DR_1205
GTTTCATTACCCGTATTATTACGGGTTAATTGCGAG
>DR_1206
ATTCGCGAGCAAGATCCACTAAAACAAGGATTGAAAC
>DR_1207
ATTCGAGAGCAAGATCCACTAAAACAAGGATTGAAAC
>DR_1208
CCTGCCGTCGTTAGTTCGACGGCCTTTCATTGAGGG
>DR_1209
GTATTAGTAGCACCATATTGGAATGTAAAT
>DR_1210
GAAACACCGATGCCCTGATTTCAAAGGGATTGAGAC
>DR_1211
CGGTTCAGCCCCGTGAGTACGGGGAACAC
>DR_1212
GTTAAATAATAACCTAAATAGGATTGAAAG
>DR_1213
TGTATTAATTGTACCTTATGGAATTGAAAT
>DR_1214
GTGCTCCCCGCGCGTGCGGGGATGAGCCC
>DR_1215
GTGCTCCCCGCGCACGCGGGGATGAGCCC
>DR_1216
GTCGCACTCTTCGTGAGTGCGTGGGTTGAAAT
>DR_1217
GTCGCACTCTTTGTGAGTGCGTGGATTGAAAT
>DR_1218
GTTGCAATAAGACTCTAGGAGAATTGAAA



>DR_1219
CGGTCCATCCCCACGTGCGTGGGGCTCAC
>DR_1220
ATGCTCCCCACGCACGTGGGGATGGACCG
>DR_1221
ATGCTCCCCACGCACGTGGGGATGGACC
>DR_1222
CGGACCATCCCCACGTGCGTGGGGAGCAGC
>DR_1223
GAGTTCCCCGCAGATGCGGGGATGAACCG
>DR_1224
GTTTTAATCGAACCATTCTGGGATTGAAAC
>DR_1225
GTAGCGCCCGCCTACATAGGCGGGCGAGGATTGAAAC
>DR_1226
GTGTTCCCCGCACCCGCGGGGATGAACCG
>DR_1227
GTCGCTCCCTCACGGGGGCGTGGATTGAAAC
>DR_1228
CTCGCACCCTATGCCCCGCCATCGAGGGGACTGAAAC
>DR_1229
CTGTTCCCCGCACACGCGGGGATGAACCG
>DR_1230
GTGACCATCGACCATAGAGGAATTTGAAC
>DR_1231
GCAGCGCCGAGGGATCGCCCTCGGCGAGGATCACAAC
>DR_1232
GGAAGATCCCCGCGCGTGCGGGGAGGAC
>DR_1233
CGGTTCATCCCCATACACACGGGGAACTC
>DR_1234
CCTTCAATCCCCGCGCAACGCGGGGCGCAC
>DR_1235
GTGTTCCCCACGGGCGTGGGGATGGTCCG
>DR_1236
GTCTCACCCTTCATGGGTGAGTGGATTGAAAT
>DR_1237
GTCGCTGATCATCCCTGGAGGGATCGCAAC
>DR_1238
GGCTCCCCCGCGCCTGCGGGGATAGACC
>DR_1239
GCGGAACCGGCACATTTGATGTATTGAAAT
>DR_1240
GGATCACCCCCGCATGTGCGGGGAAAAC
>DR_1241
GACGGAGACAGAGCCCCGATTTGAGGGGATTGAGAC
>DR_1242
GTCGCTCTCCTTACGGAGAGCGTGGATTGAAAT
>DR_1243
GTTCCGGCCAGTGCGCATATCCCAGTGAGCTACAAT
>DR_1244

GTTAATCTCCTATAGAGTTGAAAG

>DR_1245
AAAGTCCCCACAGGCGTGGGGGTGAACCG
>DR_1246
GTGTTCCCCGCAGGCGCGGGGATGAACCG
>DR_1247
GTTTCAGTGCTCTTCAGCGAGCCGAAAATTCCTCAAT



>DR_1248
ATTGAGGAAATTTTCGGCTGCTGAAGAGCACTGAAAC
>DR_1249
ATTTCAGCAATTTCGGCTCGTTGAAGAGCACTGAAAC
>DR_1250
ATTTCGGCAATTTCGACTCGTTGAAGAGTACTGAAAC
>DR_1251
GTTGTGAATTGCTTTCAAAATTGTATTTTAGCTTATAATTACCAAC
>DR_1252
GTTTCTACCTTACCTTGGAGGAATTGAAAC
>DR_1253
CCTTTAATTGAACTAGAGTAGAATGTAAAT
>DR_1254
GTCGCTCCCTATATGGGGGCGTGGATTGAAAT
>DR_1255
GTTTCCATCCTTGTTTTAATGGATGTGTCTTTTAGAC
>DR_1256

GTTCGCCGCCGAGCACGCGGCTTAGAAA

>DR_1257
ATTTTGCTATAACAAATTTTGTATTGAAAT
>DR_1258

GTGGAGTCTCAAAAGAGGATAGAAAG

>DR_1259

GTGAAGTCTCAAAAGAGGATAGAAAG

>DR_1260
GGCTCCCCCGCCCCCGCGGGGATAGACCC
>DR_1261
CGGAGCACCCCCACGTGCGTGGGGAGGAC
>DR_1262
GTCCTCCCCACGCACGTGGGGGTGCTCCG
>DR_1263
GTTCCATAAATAAAGAATCCCTACAAGGGATTAAAAC
>DR_1264
ATTCGAAAGACCTGAATCCTCTCTGGGGGATTAAAAC
>DR_1265
CTTAGAATGGACACAATCCTCTGGCGGGGATTAAAAC
>DR_1266
GTTTCAGTATCCTCTAATCGGATCGAGTAATTGAAAT
>DR_1267
GCGATCCCCGCCGTGATGCCGGAAGGCGTTGAGCAG
>DR_1268
GGCAATATCTAGCGGGGCGGGTTTAGAACCCG
>DR_1269

GTCTCGATGAAAAGAGGATTGAAAG

>DR_1270
ATCGCCCCCTCGCGGGGGCGCGGATTGAAAC
>DR_1271

ATTTAAATACATCTCATGTTAATGTTCA

>DR_1272
GTCGCTCGCCGGGAAACTGGCGGGCGTGGATTGAAAC
>DR_1273
GGGAACAACCCCGCACGCGCGGGGAGCAC
>DR_1274
GTGGTCCCCGCGCGTGCGGGGGTGTTCCC
>DR_1275
ATTGCAATTCATCAAAATCCCTATCAGGGATTGAAAC
>DR_1276
ATTGCAATTTCTCAAAATCCCTATTAGGGATTGAAAC



>DR_1277
ATTGCAATTTATCAAAATCCCTATTAGGGATTGAAAC
>DR_1278
GTAGGAAGACCCGATTAGCTACAGGGGATTGAGAC
>DR_1279
GTCGCAATACGCTAAAGCGTGCAATGAAATGAAAT
>DR_1280
GTGTAGGAAGACCCGATTGAGTAAGGGGGATTGAGAC
>DR_1281
GTTTTAGAGTTATGCTGTATTGAATGGTTCCAAAAC
>DR_1282
GTTTTGAGCCTACCTATGAGGAATTGAAAC
>DR_1283
CTTCCTCGGCCCCTCGGGCCGAGGCCTCATTGAAGC
>DR_1284
GTTTTTAGCATACCTATTAGGGATTGAAAC
>DR_1285
GTTTGTACCTTACCTTGTAGGAATTGAAAC
>DR_1286
GTATTCCCCATGCTTGTGGGGGTGAACCG
>DR_1287
CTTTCTATTTAATGAATCCTGGTAACGGGATTGAAAC
>DR_1288
CTACTTTAACCTTTGATGCCGAAAGGCGTTGATCAC
>DR_1289
GTCGCCCCTCACGCGGGGGCGTGGATAGAAAC
>DR_1290
GTTCACTGCCGTACAGGCAGCTAAGAAA
>DR_1291
GTCCCTACTTGTTAGGGAAATCAATTGAATGGAAAC
>DR_1292
GTGTTCCCCACGGGCGTGGGGATGAACCG
>DR_1293
GTCGCCCCCTCACGGGGGCGCGGATTGAAAC
>DR_1294
GTCCCTACCCGGGAAGCCGTTAAGGCTGTTGAAACC
>DR_1295
GTTTTTCTCCCGACTATGAGGGAATTGAAA
>DR_1296
GTTTTTAGAGTGCCTATAAGGAATTGAAAC
>DR_1297
GTTTTTTCTGAACCAAGTGGGGTATAAATT
>DR_1298
GTTTTCTTTGAACTAAGTGGGATAGAAAG
>DR_1299
TCTCGCCCTTTGCGGGCGAGTGGATTGAAAT
>DR_1300
GTCGCGCCCCTCGCGGGCGCGTGGATTGAAAC
>DR_1301
TTGAACATTAACATAAGATGTATTTAAAT
>DR_1302
CTTCACTGCCGCACAGGCAGCTTAGAAA
>DR_1303
GTTTTACAGTCACGTAAATTATTCAGTTACTAAAAT
>DR_1304
GTCGCCCCCTGCGCGGGGGCGTGGATTGAAAC
>DR_1305
GTGCACTGCCGTATAGGCAGCTTAGAAA



>DR_1306
GTCTTCCCCACGCACGTGGGGGTGTTTC
>DR_1307
GCAGCCGCCTCCGCGCGGCTGTGTGTTGAAAC
>DR_1308
GTGTACTGCCGTACAGGCAGCTTAGAAA
>DR_1309
GTTAAAATCAGACCGGAACGGTATGGAAAG
>DR_1310
GTTAAAATCAGACCGGAACGGAATGGAAAG
>DR_1311
GTCCGCCCCGCGCGTGCGGGGATGAACC
>DR_1312
GTTCCAATTATTGTTAATCCCTATGAGGGATTGAAAC
>DR_1313
GTTTCAACGACCATTCCCAACAGGGATGGGTTGAAAG
>DR_1314
GTTTCAACCGCCATCCCGATAAGGGGTAGGTTGAAAG
>DR_1315
GTCAGTAACCAGCCCTGAAATCAAAGGGATTGAGAGC
>DR_1316
GTCTCAGGTAGATGTCAGATCAATCAGTTCAAGAGC
>DR_1317
GTCACTCCCCGCATGGGGAGTGCGGGTTGAAAT
>DR_1318
GTTTTTAGCCTACCTATAAGGAATTGAAAT
>DR_1319
GTCTCAACCACACTGCAAAGTGTGGCCCCATTGAAGC
>DR_1320
GTTTCTATACGCCCAACGGCGTGACGTGGAATGCAAC
>DR_1321
GTCGCCTCCTTCGCGGAGGCGTGGATTGAAAC
>DR_1322
ATTTGTAGCCTACCTACGAGGGGTTGAAAC
>DR_1323
TATTAAAATCAGCACGGATCGTGATGGAAAC
>DR_1324
ATTAAAATCAGACCTCTTCGAGGATGGAA
>DR_1325
ATTTCCGTAGCTAAATAGCTACGGCAGCATTGAAGG
>DR_1326
CCTTCAATGCTGCCGTAGCTATTTAGCTACGGAAAT
>DR_1327
GTGCTCCCCGCGCAGGCGGGGGTGGTCCG
>DR_1328
CTATTAATATAACTATCCTAGAATGTAAAT
>DR_1329
GTTGCAACAGCACTTACCGTTTACGGTATTGAAAC
>DR_1330
GTTGCAACCGCTCTTACCGTTTACGGTATTGAAA
>DR_1331
GTTGTCCCCACACGCGTGGGGGTGAACCG
>DR_1332
GTTCGTAGCCTACCTATAAGGGATTGAAAC
>DR_1333
AAGTTCCCCGCGCGAGCGGGGATAGACCG
>DR_1334
GTGTGAGAAAGAGGCCCTTCGGGGCCGATTGAGAGC



>DR_1335
ATTGCAAAAAGTAATCTACTAAAACAAGGATTGTGAC
>DR_1336
ATTGCAAAAGCTAATCTACTAAAACAAGGATTGCGAC
>DR_1337
GTTAAAATCAGACCATTTTGGGATTGAAAT
>DR_1338
GTTTATTAGGTGCCTATAAGGGATTGAAAC
>DR_1339
AGTGTAGCCGATGGGGATCGGGGGTCCAGCCGCAAC
>DR_1340
ATTAAAATCAGACCGATTCGGTATGGAAAC
>DR_1341
GTTAGCTGCCGCACAGGCAGCTCAGAAA
>DR_1342
GTTTTAATTACTTATTGTGAAATGTAAAT
>DR_1343
CTTTCAACTCCACACGGTACATTAGAAAC
>DR_1344
GTTTTTAGCCTACCTATCCTGAAAATAGT
>DR_1345
GTTTCAGACGAACCTTTGTAGGGTTGAAGG
>DR_1346
GTGGAAAGCACGTCCCTGTGGGGGCGTGGTTGGAAC
>DR_1347
GTTGCAAACAAAAAGCCCCGTAAGGGGATTGAAAC
>DR_1348
GTTTTAGCCACTTCATAAATATGTTTATGCTAAAAT
>DR_1349
GTTCGCCGCCGCGTAGGCGGTTTAGAAA
>DR_1350
GTGATATAACCTCTGATGCCGTAAGGCGTTGAGCAG
>DR_1351
GTTGTGGTTTGATGTAGGAAAGGAATGATATACAAC
>DR_1352
GTCGCTCCCCCCGCGGGGGCGTGGATCGAAAC
>DR_1353
CTTCCAGACCATTCCATCAAACAACTAGGATTGAAAC
>DR_1354
GTTAACTGCCGCACAGGCAGCTTAGAAG
>DR_1355
GTCTTCCGCGCTAACCAAGCGCGGCCCCATTGAAGC
>DR_1356
GTGCTCCCCGCGCACGCGGGGATGATCCC
>DR_1357

CCTTCAATTCTTTATATGTTGTTAC

>DR_1358
GTTCACTGCCGCACAGGCAGCTCAGAAA
>DR_1359
ATGTTCCCCGCACTCGCGGGGATGAACCG
>DR_1360
GGAAATACCCCCGCGTGTGCGGGGAAGAG
>DR_1361
GTCACAGTGCATAATCCATTAAAACAAGGATTGAAAC
>DR_1362
GTGTTCCCCGCGCGAGTGGGGATGAACCG
>DR_1363
GTTTTTAGCTTACCTATGAGGGATTGAAAC



>DR_1364
GTTCTTAGTCTACCTATAAGGGATTGAAAC
>DR_1365
CTTTAAAGAACTATAATTTCGTTTAAGGAATTGAAAC
>DR_1366
GTTAATATTGAATACTGTATTATTTAAAG
>DR_1367

GAATCCTATAAATGGAATTGAAAG

>DR_1368

GAATCCAATAAATGGAATTGAAAG

>DR_1369
GTTCGCTGCCGCCCAGGCAGCTCAGAAA
>DR_1370
GTTTCCAACTATTCCTATTTAACCCAATAGGTAGGG
>DR_1371
GTTGAAGTTTAACATGAGATGTATTTAAAT
>DR_1372
GTTTTATCTGAACTATTAGGGATGTAAAC
>DR_1373
GCTCCAATGACTAATCCATTAAAATAAGGATTGAAAC
>DR_1374
GTCGCTCCCCGTGCGGGAGCGTGGATCGAAAC
>DR_1375
GTTTTATCTGAACTATGAGGGATGTAAA
>DR_1376
GTTGTGAATACCCTTCAAAATGAGAGCAGTCCCAAC
>DR_1377
GTTTCAACACACAGCCGCCTAGAGGCGGCTGA
>DR_1378

ACCAACCCCCGCACGCGCGGGGAAAAC

>DR_1379
GTCGCAATCCCTTAAAGTCAGGTCAATGATTCCAAC
>DR_1380
GTTTGTAGAGTGCCTATGAGGAATCGAAAC
>DR_1381
GTCGCATCCACGGTTAATACCGTGGCTACGTTGCAGC
>DR_1382
GTCTCTCCCCACACGGGGAGAGTGGATTGAAAT
>DR_1383
GTTGAAATGCCCGAAAAAGTAGACGGGATTGCGAGC
>DR_1384
GTCACACCCTATACGGGTGTGTGGATTGAAAC
>DR_1385
GTCGCCTCCCTCGCGGAGGCGTGGATTGAAAC
>DR_1386
GCTTCAATGGGGCCGCGTCGTTGAGGACGCGGAAAC
>DR_1387
GTAGTCCCCACACGCGTGGGGATGGCCCG
>DR_1388

GATATTCTCTAAAGAGAATAGAAGT

>DR_1389
CTTTTAATTGAACTAAGGTAGAATTGAAAC
>DR_1390
GTTGCACCCGGCCTTCGGGCTGGGTGAGGATTGAAAC
>DR_1391
CTTGTAATTTAACCAGAATGGAATGTAAA
>DR_1392
GTCGCGCCCCGCGTGGGCGCGTGGATTGAAAC



>DR_1393
GTCTCCCCCGCCTACGCGGGGATGAACCC
>DR_1394
GTTCGCTGCCGTACACGCAGCTTAGAAA
>DR_1395
GTTTTCACCGTTCCTTCTGGGATTTGAAAC
>DR_1396
GGTTTTCACCGTTCCTTCTGGGATTTGAAA
>DR_1397
CTCAGAAACATTGACCTGATTAGAAGGGATTGCGAC
>DR_1398
CTTACAACGATAAGAAGAGTCTTCGGACGATTGCGAC
>DR_1399
GTTTTGGAGCAGTGTCGTTCTGACTGGTAATCCAAC
>DR_1400
GTATTAATAGAACTATGTTAGTTATAAAT
>DR_1401
CTGCTCCCCGCGCACGCGGGGGTGATCC
>DR_1402
GTATGCTGCCGCATAGGCAGCTTAGAAA
>DR_1403
CTATTCCCCGCAAGTGCGGGGGTGTTTC
>DR_1404
GTTAGAAAAATTCCCTGAAGAATAAGGGATTGCGAC
>DR_1405
GTCGCACCCCGCACGGGGTGCGTGAATTGAAAC
>DR_1406

GTTGAAATAAGGAAGAACTGAAAG

>DR_1407
GTTTCCATCCTTGTTTTAATGGATGAGTATTCAAAC
>DR_1408
GTTAAAATCAGACCCATAGGGGGATGGAAAT
>DR_1409
GTCCGCCGCCGCACAGGCGGCTTAGAAA
>DR_1410
GTTGCACCCACTGACCCGACGAAAAGGGGACTGAAAG
>DR_1411
GTTAGAATCAGACTATTTTAGGATTGAAAT
>DR_1412
GTTTCTAGCCTACCTATAAGGATTTGAAAC
>DR_1413
GTCAGCGACCGCATCTCGCGAATGAGCGAATAGAAAC
>DR_1414
ATTGGAATTAATGACCTGATTTGAAGGGATTACGAC
>DR_1415
GTTTTAGTTCCCAATTCTGGGATTTAAAG
>DR_1416
GTCGCGCCCCACGCGGGCGCGTGGGTTGAAAC
>DR_1417
GTTTCCGTAGAACGGAATCGTGTGGAAAG
>DR_1418
GTTTCCGTAGAACGTAATCGTGTGGAAAG
>DR_1419
GTTTCCGTAGAACGTAGTCGTGTGGAAAG
>DR_1420
GTTGAAACCTGCCCTGGATTAAAAGGGATTGCGA
>DR_1421
GTTTCCATTCCTTATAGGTAGGGTTCAAAC



>DR_1422

GAAACAACAAAGAATGAATTGAAAG

>DR_1423
GTTTTAATCCCTCTTAAGGGAAGAATCTTCCCAAC
>DR_1424
GTTTTTAGCCTACCTATAAGGAATTGAAAG
>DR_1425
GTCCGAAGACTTGACCCGATGAAAAGGGGATTACGACC
>DR_1426

GGGTCATCCCTGCGCGCGCGGGAGTCGG

>DR_1427
GTTTTCGTCTCCTTCACTCGGAGATAGGTAATTATC
>DR_1428
AGGATCACCCCCACATGCGTGGGGAATAC
>DR_1429
GTGATCCCCGCGCCAGCGGGGATGAACCG
>DR_1430
GTATCTCCCGGCCAAACAGCCGGGAGCGGATTGAAAC
>DR_1431
GTTGGGAAAGCCCTTATTTTGAAGGGTATCTACAAC
>DR_1432
GTCGCTTCCCACTGGGAAGCGTGGATTGAAAT
>DR_1433

GATTCCTCCGCGTGCGCGGAGATAGACC

>DR_1434

GTTTCCTCCGCGTGGGCGGAGATAGGCC

>DR_1435
GTTGAAGTAGATGTTCCATAAAAATAAGGATTGAAAC
>DR_1436
GTTTGACTACCATATGAAATTACACTACTCTCAAAC
>DR_1437
GTCGCGTCCCACAGGGGCGCGTGGATTGAAAT
>DR_1438
GTCGCACCCTTCACGGGTGCGTGAATTGAAAC
>DR_1439
GTCCAACCCTACCAATTCCCCGCAAGGGGACGGAAAC
>DR_1440
GTTTCCATACGTTTAACTTTCAGAGAAGTCTAAAG
>DR_1441

CCGGAAATCAAAAGATAGTTGAAAC

>DR_1442
GCGCTCCCCGCACGCGCGGGGATGAGCCC
>DR_1443
GTGCTCCCCGCGTCCGCGGGGGTGAGCCC
>DR_1444
GTATCCCCTGCATGCGCAGGGATGAACCC
>DR_1445

GTGTTCCGCCGTATAGGCGGCTTAGAAA

>DR_1446
GTCAGAAGACAGCGAATCCTCGCCAGGGGATTAAGAC
>DR_1447
GTTTCCATCCCTCATAGTCACTTCTAAAAC
>DR_1448
GTTTTATCTGAACCATGTGGGATATAAAG
>DR_1449
GTTGTTCCGCCGAGATCGTCGGCGGCCCCATTGAAGC
>DR_1450
CTTGAACTTAAACATATAATGTATTGAAAC



SDR_1451
GTCGCACCTCATATAGGTGCGTGGATTGAAAT
>DR_1452
GTTCACTGCCGCGTAGGCAGCTCAGAAA
>DR_1453
CCTGCAACGTAGCCAAGCTGTGAAGCTTGGATGCAAC
SDR_1454
GTTGCAAAAGTGGCTTCCCCGCAAGGGGATTGCGAC
>DR_1455
GTTTGTATCGTACCTATGAGGAATTGAAAT
>DR_1456
GTTTCAGTAGCTAGATTATTTGATATACTGCTGTTAG
>DR_1457
GTTTCAGATGAACCCTTGTTGGGTTGAAGT
>DR_1458
GTTGTGATTTGCTTTCAACTTGTTCTTTGAGGATATTAAACCAAC
>DR_1459
GTTTTAATCGAACCATAGTGGAATTGAGAC
>DR_1460
GTTTTAGAAGGTTGTCTATTCAATAAGGTTTAACCC
SDR_1461
GGATCACCTCCACATACGTGGAGAACAC
SDR_1462
GTGTTCTCCACGTAAGTGGAGGTGATCC
>DR_1463
GCTCTTGAACTGATTGATTCGACATCTACCTGAGAC
SDR_1464
GTTTTAGATGGTTGTTAGATCAATAAGGTTTAGATC
>DR_1465
GTTCACCGCCGAATACGCGGCTTAGAAA
SDR_1466
GTTTTAGCACTATGTTTATTTAGAAAGAGGTAAAAC
>DR_1467
CGGTCCATCCCCACGCATGTGGGGACTAC
>DR_1468
GTGTTCCCCGCGTCAGCGGGGATAAACCG
SDR_1469
ATTTATTACAGATTGACCCGTTCAAGGGGATTGAAAC
>DR_1470
ATTCTAGCATATAGAAGTTTAAGAAGGGACTAAAAC
>DR_1471

GTTCACCATCGTGTAGATGGCTTA

>DR_1472
GTGTTCCCCACAGGCGTGGGGATGGACCG
>DR_1473
GTTCACTGCCGAACAGGCAGCTTAGAAA
>DR_1474
GTTGTATTTGCCAATGCAAAGATACTAATTTTAAAGCTAATCACAAC
>DR_1475
GTTACAGACGAACCCTAATTGGGTTGAAGC
>DR_1476
GGTTCCCCCGCGCTCGCGGGGATAGGCCC
>DR_1477
GTTGCAATAAGACTCTGGGAGAATTGAAAT
>DR_1478
GTTTTTAGTCTTCCTATAAGGGATGGAAAC
>DR_1479
GTCGCTCCCTACGTGGGAGCGTGGATTGAAAT



>DR_1480
GTTTCAGACGAACCCTTGTGGGGTCGAAGC
>DR_1481

GAAACACCCCCACGCGTGTGGGGAAGAC

>DR_1482

CTGCTCCCCGCGCACGCGGGGATGGACGC

>DR_1483

TGAACCCCACGCACGTGGGGATGGACCG

>DR_1484
CTGCTCCCCGCGCACGCGGGGATGGACCC
>DR_1485

GGATCACCCCTACGTACGTGGGGAATAC

>DR_1486

GGATTACCCCTACACACGTGGGGAATAC

>DR_1487

GTGTTCCCCGCATCCGCGGGGATGATCC

>DR_1488
GTTTCCAGCCTACCTATGAGGAATTGAAAC
>DR_1489
GTTGCACTAATTACCCCGATGAAAAGGGGACTGAAAG
>DR_1490
GTTGCACTCATAACCCCGATGAAAAGGGGACTGAA
>DR_1491

GTCTTCCCCGCGCACGCGGGGGTGGTCC

>DR_1492

GTCTTCCCCGCGCGAGCGGGGGTGGTCC

>DR_1493
GCAGCGCTGGAAGCCCGCTTCCAGCGAGGATCGCAAGC
>DR_1494
GTTGAAATTTCACTTAATCCCTATTAGGGATTGAAAC
>DR_1495
GTTTAAACTTCACCTAATCCCTATTAGGGATTGAAAC
>DR_1496
ATTGCAATTAACCTTAATCCCTATTAGGGATTGAAAC
>DR_1497
GTTTTTAATCTTTAACCCCGTCAGGGGATGGAAAC
>DR_1498
GTTGAAATCAACTTAAATCCCTATCAGGGATTGAAAC
>DR_1499
GTTTCCATCCCTATTAGGGATTAGGGGTTAGTAAAG
>DR_1500
CTTTCAATTAAATGAAACCCGGCAACGGGATTGAAAC
>DR_1501
GTCGCTTCTATTCTTTAGAAGCGGAATTAATGGAAAC
>DR_1502
CTTTCAAATAAATGATTCCCGGCAACGGGATTGAAAC
>DR_1503
GTCTCAATAACCCCTAATCCCTTTCAGGGATTGAAAC
>DR_1504
GTAGCGATCGGCTTTCGGGTTGATCGAGGATTGGAAC
>DR_1505
GTTCCAATCCTCACCCAGCCCGAAGGCCAGGTGCAAC
>DR_1506
GTTTCCAATCAATTAGGTTCCCTAGCGAGTAGGGAG
>DR_1507
GTCTCACCGCATTCTCAAGATGCGGCCCCTTTGAAG
>DR_1508
GCCGGAAAAAACCTAAAACCCTATCAGGGATTGAAAC



>DR_1509
GCCGCAATTAACCTAACTCCCTATCAGGGATTGAAAC
>DR_1510
GTTTCCGTCCCCGTAAAGGGGAAGTTAATTGAAAC
>DR_1511
GTTTCCGTCCCCGTAAAGGGGAAGAGATTTGAAAC
>DR_1512
GTAGAAATCCCTTTTATTGAAGGGACTAAATTGAAAC
>DR_1513
GTGTACTAACCTTAGATGCCGTTAGGCGTTGATCAC
>DR_1514
GTTCCTATAAACTAAAATCCCTATCAGGGATTGAAAC
>DR_15615
GTTTCAACTACCATCCCGACTAGGGGTGGGTTGAAAG
>DR_1516
GTTGCAATTCATCAAAATCCCTATTAGGGATTGAAAC
>DR_15617
CTTTCCGCTAACCAACTCCCCGCAAGGGGACTGAAAC
>DR_1518
GTTACAATTCACCCAAATCCCTATCAGGGATTGAAAC
>DR_1519
ATTGCAATTCCTCAAAATCCCTATTAGGGATTGAAAC
>DR_1520
GTTTTAGAGTCATGTTGTTTAGAATGGTACCAAAAC
>DR_1521
CTTTACAAAACCACTTCCCCGCAAGGGGATGGAAAC
>DR_1522
GTTTCCGTCCCCTTACGGGGTAAATGAGGAAATTAAC
>DR_1523
GTTGATTTCCACATTTACCCCGTAAGGGGACGGAAAC
>DR_1524
GTTTCCATTCAATTAGTTTCTCTTAGGAAAAGAGAC
>DR_15625
GTGCCGACCTCTGTGATGCCGCAAGGCGTTGAGCAGC
>DR_1526
GTTTTAGTGTTGTACAATATTTGGGTAAACAATAAC
>DR_1527

GTCTTCCCCGCGCCTGCGGGGATGAGC

>DR_1528
ATTCGAGAGCAAGATCCACTATAACAAGGATTGAAAC
>DR_1529
CTTTCAGAGCATGATCCACTAAAACAAGGATTGAAAC
>DR_1530
GTGACATCAGCCTTTCGGGGCTGGTGAGGGTTGTAA
>DR_1531
CTCAAAAGAGGTATCCATATCGGTATGGGTTTTGAC
>DR_1532
CCGCCGCTCGCCGTGATGCCGGAAGGCGTTGAGCAG
>DR_1533
GTGCTCAACGCCTTCCGGCATCACGGCGAGCCACGG
>DR_1534
CCGTGGCTCGCCGTGATGCCGGAAGGCGTTGAGCAG
>DR_1535
GTTTCTAATTAACCGTGTGGAGTTGAAAG
>DR_1536
GTTTTTACTCTACAGTCCATTAAATCAAGGATTGAAAC
>DR_1637
GCAGCCACCTTCGGGTGGCTGTGAGTTGAAAC



>DR_1538
CCAGCTACGTACGCGTAGCTGTGAGTTGAAAC
>DR_1539
GGATCACCCCCACATGTGTGGGGAATAC
>DR_1540
GTCGCGTCCTTCACGGGCGCGCGGATAGAAAC
>DR_1541
GTTTTACTACCCTATAAATTTACACTACTCTCAAAC
>DR_1542
GTTGAGTAACCTTAAATAATTTCTACTGTTGTAGAT
>DR_1543
GTTGTGGTTTGATGTAGAATTTCGATAAGATACAAC
SDR_1544
GTTGCAAACAAAAAGCCCCGTAAGGGGATTGAAACG
>DR_1545
GTCGCCCCCCGCGCGGGGGCGTGGATTGAAAC
>DR_1546
GGATCACCCCCATATACATGGGGAGCAC
>DR_1547
ATGAACTGTAAACTTGAAAAGTTTTGAAAT
>DR_1548
GTTATATTCTACAATAAAATGACAGCCGACTAAAAC
>DR_1549
CGGTTCATCCCCACGCATGTGGGGAACAC
>DR_1550
GTGTTCCCCACGGGTGTGGGGATGAACCG
>DR_1551
GTGTTTAGTCTATCTATAAGGGTTTGAAAT
>DR_1552
GTCTCAGGTAGATGTCAGATCAATCAGTTCAAGAAC
>DR_1553

GATGCAACTAAGAAAGAATTGAAGG

>DR_1554

GAATCTTCGCGATAGAATTGCGAG

>DR_1555
GGGATCATCCCCGCGCTTGCGGGGAACAC
>DR_1556
GTTGAAGATTAACATTATATGTTTTGAAAT
>DR_1557
GTTCGACGTCCCTCAGCGGACGATTAGATTGGAAAC
>DR_1558
ATCGAAACGACCACCATCCCTGCAAAGGGATTGAAAC
>DR_1559
ATTTACATTCCAATATGGTGCTACTAATAC
>DR_1560
GTTTCAGAAGAGTGTTAAATCAATAAGTTCAAGTAC
>DR_1561
GTCGCCTCCCGCGCGGAGGCGTGGATAGAAAC
>DR_1562
GTTGTGGCTTGAATCAGATCTTTGAAATGGTAGAAT
>DR_1563
CGGTTCATCCCCACCCGCGTGGGGAACAC
SDR_1564
CGGTTCACCCCCACGGGCGTGGGGACAAT
>DR_1565
AATTAAAATCAGCACGGATCGTGATGGAAA
>DR_1566
ATTCCCGAGGCTGATCCATTAGAAGAAGGATTGAAAC



>DR_1567
GTCCGCTCATCACCCCTAGAGGGATCGCAAC
>DR_1568
CTTACATCCCAATTATTAAGGGGTTGGTTAAA
>DR_1569
GTCACAATTAACTTAAATCCCTATTAGGGATTGAAAC
>DR_1570
GTCCCAATGACCTCTAATCCCTTTCAGGGATTGAAAC
>DR_1571
GTCGCAATTCACTTTTCCCCGCAAGGGGATTGAAAC
>DR_1572
GCCGAAATAAACCTAAAACCCTATCAGGGATTGAAAC
>DR_1573
GCGAAAATAGCTAATAATCCCTTTTAGGGATTGAAAC
>DR_1574
GTCGCTCCTCGTGACCGCGAGGAGCGTGGGTTGAAAC
>DR_1575

AATCCTCGAGAGGGGACGGAAAC

>DR_1576
GTTTCCAATCTAATCGTCCGCTGAGGGACGTCGAAC
>DR_1577

AAAAAA

>DR_1578

GGGGGG

>DR_1579

CCCCCC

>DR_1580

TTTTTT

>DR_1581

AAAAAAAAAAAA

>DR_1582

AAAAAAGGGGGG

>DR_1583

AAAAAACCCCCC

>DR_1584

AAAAAATTTTTT

>DR_1585

TTTTTTAAAAAA

>DR_1586

CCCCCCAAAAAA

>DR_1587

GGGGGGAAAAAA

>DR_1588

CCCCCCGGGGGG

>DR_1589

CCCCCCTTTTTT

>DR_1590

GGGGGGCCCCCC

>DR_1591

TTTTTTCCCCCC

>DR_1592

TTTTTTGGGGGG

>DR_1593

GGGGGGTTTTTT

>DR_1594
AAAAAAAAGGGGGGGGAAAAAAAAAAAA
>DR_1595

AAAAAAAACCCCCCCCAAAAAA



>DR_1596

AAAAAAAATTTTTTTTTGGGGGGGGGGGG

>DR_1597

CCCCCCCCAAAAAAAAGGGGGG

>DR_1598

TTTTTTTTTAAAAAAAACCCCCCCCCCCC

>DR_1599

GGGGGGGGAAAAAAAACCCCCC

>DR_1600

GGGGGGGGTTTTTTTTTAAAAAAAAAAAA

>DR_1601
AGAGAGAGAGAGAGAGTTTTTTAAAAAAAAAAAA
>DR_1602
AGAGAGAGAGAGAGAGTTTTTTAAAAAAAAAAA
>DR_1603

AGAGAGAGAGAGAGAGAAAAAAAAAAAA

>DR_1604
AGAGAGAGAGAGAGAGAAAAAAAAAAAAAAAAAAAAAAAA
>DR_1605

AGAGAGAGAGAGAGAGAAAAAAGGGGGG

>DR_1606
AGAGAGAGAGAGAGAGAAAAAAGGGGGGAAAAAAGGGGGG
>DR_1607

AGAGAGAGAGAGAGAGAAAAAACCCCCC

>DR_1608
AGAGAGAGAGAGAGAGAAAAAACCCCCCAAAAAACCCCCC
>DR_1609

AGAGAGAGAGAGAGAGAAAAAATTTTTT

>DR_1610
AGAGAGAGAGAGAGAGAAAAAATTTTTTAAAAAATTTTTT
>DR_1611

AGAGAGAGAGAGAGAGTTTTTTAAAAAA

>DR_1612
AGAGAGAGAGAGAGAGTTTTTTAAAAAATTTTTTAAAAAA
>DR_1613

AGAGAGAGAGAGAGAGCCCCCCAAAAAA

>DR_1614
AGAGAGAGAGAGAGAGCCCCCCAAAAAACCCCCCAAAAAA
>DR_1615

AGAGAGAGAGAGAGAGGGGGGGAAAAAA

>DR_1616
AGAGAGAGAGAGAGAGGGGGGGAAAAAAGGGGGGAAAAAA
>DR_1617

AGAGAGAGAGAGAGAGCCCCCCGGGGGG

>DR_1618
AGAGAGAGAGAGAGAGCCCCCCGGGGGGCCCCCCGGGGGG
>DR_1619

AGAGAGAGAGAGAGAGCCCCCCTTTTTT

>DR_1620
AGAGAGAGAGAGAGAGCCCCCCTTTTTTCCCCCCTTTTTT
>DR_1621

AGAGAGAGAGAGAGAGGGGGGGCCCCCC

>DR_1622
AGAGAGAGAGAGAGAGGGGGGGCCCCCCGGGGGGCCCCCC
>DR_1623

AGAGAGAGAGAGAGAGTTTTTTCCCCCC

>DR_1624
AGAGAGAGAGAGAGAGTTTTTTCCCCCCTTTTTTCCCCCC



>DR_1625

AGAGAGAGAGAGAGAGTTTTTTGGGGGG

>DR_1626
AGAGAGAGAGAGAGAGTTTTTTGGGGGGTTTTTTGGGGGG
>DR_1627

AGAGAGAGAGAGAGAGGGGGGGTTTTTT

>DR_1628
AGAGAGAGAGAGAGAGGGGGGGTTTTTTGGGGGGTTTTTT
>DR_1629
AGAGAGAGAGAGAGAGAAAAAAGGGGGGAAAAAAGGGGG
>DR_1630

AGAGAGAGAGAGAGAGAAAAAACCCCC

>DR_1631
AGAGAGAGAGAGAGAGAAAAAACCCCCCAAAAAACCCCC
>DR_1632

AGAGAGAGAGAGAGAGAAAAAATTTTT

>DR_1633
AGAGAGAGAGAGAGAGAAAAAATTTTTTAAAAAATTTTT
>DR_1634

AGAGAGAGAGAGAGAGTTTTTTAAAAA

>DR_1635
AGAGAGAGAGAGAGAGTTTTTTAAAAAATTTTTTAAAAA
>DR_1636

AGAGAGAGAGAGAGAGCCCCCCAAAAA

>DR_1637
AGAGAGAGAGAGAGAGCCCCCCAAAAAACCCCCCAAAAA
>DR_1638

AGAGAGAGAGAGAGAGGGGGGGAAAAA

>DR_1639
AGAGAGAGAGAGAGAGGGGGGGAAAAAAGGGGGGAAAAA
>DR_1640

AGAGAGAGAGAGAGAGCCCCCCGGGGG

>DR_1641
AGAGAGAGAGAGAGAGCCCCCCGGGGGGCCCCCCGGGGE
>DR_1642

AGAGAGAGAGAGAGAGCCCCCCTTTTT

>DR_1643
AGAGAGAGAGAGAGAGCCCCCCTTTTTTCCCCCCTTTTT
>DR_1644

AGAGAGAGAGAGAGAGGGGGGGCCCCC

>DR_1645
AGAGAGAGAGAGAGAGGGGGGGCCCCCCGGGGGGCCCCCC
>DR_1646

AGAGAGAGAGAGAGAGTTTTTTCCCCCC

>DR_1647
AGAGAGAGAGAGAGAGTTTTTTCCCCCCTTTTTTCCCCCC
>DR_1648

AGAGAGAGAGAGAGAGTTTTTTGGGGGG

>DR_1649
AGAGAGAGAGAGAGAGTTTTTTGGGGGGTTTTTTGGGGGG
>DR_1650

AGAGAGAGAGAGAGAGGGGGGGTTTTTT

>DR_1651
AGAGAGAGAGAGAGAGTTTTTTAAAAAAAAAAAA
>DR_1652
AGAGAGAGAGAGAGAGTTTTTTAAAAAAAAAAA
>DR_1653

AGAGAGAGAGAGAGAGAAAAAAAAAAAA



>DR_1654
AGAGAGAGAGAGAGAGAAAAAAAAAAAAAAAAAAAAAAAA
>DR_1655

AGAGAGAGAGAGAGAGAAAAAAGGGGGG

>DR_1656
AGAGAGAGAGAGAGAGAAAAAAGGGGGGAAAAAAGGGGGG
>DR_1657

AGAGAGAGAGAGAGAGAAAAAACCCCCC

>DR_1658
AGAGAGAGAGAGAGAGAAAAAACCCCCCAAAAAACCCCCC
>DR_1659

AGAGAGAGAGAGAGAGAAAAAATTTTTT

>DR_1660
AGAGAGAGAGAGAGAGAAAAAATTTTTTAAAAAATTTTTT
>DR_1661

AGAGAGAGAGAGAGAGTTTTTTAAAAAA

>DR_1662
AGAGAGAGAGAGAGAGTTTTTTAAAAAATTTTTTAAAAAA
>DR_1663

AGAGAGAGAGAGAGAGCCCCCCAAAAAA

>DR_1664
AGAGAGAGAGAGAGAGCCCCCCAAAAAACCCCCCAAAAAA
>DR_1665

AGAGAGAGAGAGAGAGGGGGGGAAAAAA

>DR_1666
AGAGAGAGAGAGAGAGGGGGGGAAAAAAGGGGGGAAAAAA
>DR_1667

AGAGAGAGAGAGAGAGCCCCCCGGGGGG

>DR_1668
AGAGAGAGAGAGAGAGCCCCCCGGGGGGCCCCCCGGGGGG
>DR_1669

AGAGAGAGAGAGAGAGCCCCCCTTTTTT

>DR_1670
AGAGAGAGAGAGAGAGCCCCCCTTTTTTCCCCCCTTTTTT
>DR_1671

AGAGAGAGAGAGAGAGGGGGGGCCCCCC

>DR_1672
AGAGAGAGAGAGAGAGGGGGGGCCCCCCGGGGGGCCCCCC
>DR_1673

AGAGAGAGAGAGAGAGTTTTTTCCCCCC

>DR_1674
AGAGAGAGAGAGAGAGTTTTTTCCCCCCTTTTTTCCCCCC
>DR_1675

AGAGAGAGAGAGAGAGTTTTTTGGGGGG

>DR_1676
AGAGAGAGAGAGAGAGTTTTTTGGGGGGTTTTTTGGGGGG
>DR_1677

AGAGAGAGAGAGAGAGGGGGGGTTTTTT

>DR_1678
AGAGAGAGAGAGAGAGGGGGGGTTTTTTGGGGGGTTTTTT
>DR_1679
AGAGAGAGAGAGAGAGAAAAAAGGGGGGAAAAAAGGGGG
>DR_1680

AGAGAGAGAGAGAGAGAAAAAACCCCC

>DR_1681
AGAGAGAGAGAGAGAGAAAAAACCCCCCAAAAAACCCCC
>DR_1682

AGAGAGAGAGAGAGAGAAAAAATTTTT



>DR_1683
AGAGAGAGAGAGAGAGAAAAAATTTTTTAAAAAATTTTT
>DR_1684

AGAGAGAGAGAGAGAGTTTTTTAAAAA

>DR_1685
AGAGAGAGAGAGAGAGTTTTTTAAAAAATTTTTTAAAAA
>DR_1686

AGAGAGAGAGAGAGAGCCCCCCAAAAA

>DR_1687
AGAGAGAGAGAGAGAGCCCCCCAAAAAACCCCCCAAAAA
>DR_1688

AGAGAGAGAGAGAGAGGGGGGGAAAAA

>DR_1689
AGAGAGAGAGAGAGAGGGGGGGAAAAAAGGGGGGAAAAA
>DR_1690

AGAGAGAGAGAGAGAGCCCCCCGGGGG

>DR_1691
AGAGAGAGAGAGAGAGCCCCCCGGGGGGCCCCCCGGGGE
>DR_1692

AGAGAGAGAGAGAGAGCCCCCCTTTTT

>DR_1693
AGAGAGAGAGAGAGAGCCCCCCTTTTTTCCCCCCTTTTT
>DR_1694

AGAGAGAGAGAGAGAGGGGGGGCGCCC

>DR_1695
AGAGAGAGAGAGAGAGGGGGGGCCCCCCGGGGGGCCCCCC
>DR_1696

AGAGAGAGAGAGAGAGTTTTTTCCCCCC

>DR_1697
AGAGAGAGAGAGAGAGTTTTTTCCCCCCTTTTTTCCCCCC
>DR_1698

AGAGAGAGAGAGAGAGTTTTTTGGGGGG

>DR_1699
AGAGAGAGAGAGAGAGTTTTTTGGGGGGTTTTTTGGGGGG
>DR_1700

AGAGAGAGAGAGAGAGGGGGGGTTTTTT

>DR_1701
AGAGAGAGAGAGAGAGTTTTTTAAAAAAAAAAAACCCCCCCCGCCC
>DR_1702
AGAGAGAGAGAGAGAGTTTTTTAAAAAAAAAAAAAAAAAAAAAAA
>DR_1703

AGAGAGAGAGAGAGAGAAAAAAAAAAAAAAAAAA

>DR_1704
AGAGAGAGAGAGAGAGAAAAAAAAAAAAAAAAAAAAAAAAGGGGGGGGGGGG
>DR_1705

AGAGAGAGAGAGAGAGAAAAAAGGGGGGGGGGGG

>DR_1706
AGAGAGAGAGAGAGAGAAAAAAGGGGGGAAAAAAGGGGGGCCCCCCCCCCCC
>DR_1707

AGAGAGAGAGAGAGAGAAAAAACCCCCCCCGCCC

>DR_1708
AGAGAGAGAGAGAGAGAAAAAACCCCCCAAAAAACCCCCCAAAAAAAAAAAA
>DR_1709
AGAGAGAGAGAGAGAGAAAAAATTTTTTTTTTTTAAAAAAAAAAAA
>DR_1710
AGAGAGAGAGAGAGAGAAAAAATTTTTTAAAAAATTTTTTAAAAAAAAAAAA
>DR_1711

AGAGAGAGAGAGAGAGTTTTTTAAAAAAAAAAAA



>DR_1712
AGAGAGAGAGAGAGAGTTTTTTAAAAAATTTTTTAAAAAAGGGGGGGGGGGG
>DR_1713

AGAGAGAGAGAGAGAGCCCCCCAAAAAAGGGGGG

>DR_1714
AGAGAGAGAGAGAGAGCCCCCCAAAAAACCCCCCAAAAAACCCCCCCCCCCC
>DR_1715

AGAGAGAGAGAGAGAGGGGGGGAAAAAACCCCCC

>DR_1716
AGAGAGAGAGAGAGAGGGGGGGAAAAAAGGGGGGAAAAAAAAAAAAAAAAAA
>DR_1717
AGAGAGAGAGAGAGAGCCCCCCGGGGGGTTTTTTAAAAAAAAAAAA
>DR_1718
AGAGAGAGAGAGAGAGCCCCCCGGGGGGCCCCCCGGGRGGAAAAAAAAAAAA
>DR_1719

AGAGAGAGAGAGAGAGCCCCCCTTTTTTAAAAAA

>DR_1720
AGAGAGAGAGAGAGAGCCCCCCTTTTTTCCCCCCTTTTTTGGGGGGGGGGGE
>DR_1721

AGAGAGAGAGAGAGAGGGGGGGCCCCCCGGGGGG

>DR_1722
AGAGAGAGAGAGAGAGGGGGGGCCCCCCGGGGGGCCCCCCCCCCCCCCCCCe
>DR_1723

AGAGAGAGAGAGAGAGTTTTTTCCCCCCCCCCCC

>DR_1724
AGAGAGAGAGAGAGAGTTTTTTCCCCCCTTTTTTCCCCCCAAAAAAAAAAAA
>DR_1725

AGAGAGAGAGAGAGAGTTTTTTGGGGGGT TTTTTAAAAAAAAAAAA
>DR_1726
AGAGAGAGAGAGAGAGTTTTTTGGGGGGTTTTTTGGGGGGAAAAAAAAAAAA
>DR_1727

AGAGAGAGAGAGAGAGGGGGGGTTTTTTAAAAAA

>DR_1728
AGAGAGAGAGAGAGAGGGGGGGTTTTTTGGGGGGTTTTTTGGGGGGGGGGGG
>DR_1729
AGAGAGAGAGAGAGAGAAAAAAGGGGGGAAAAAAGGGGGGGGGGG
>DR_1730

AGAGAGAGAGAGAGAGAAAAAACCCCCCCCCCCCCCCCC

>DR_1731
AGAGAGAGAGAGAGAGAAAAAACCCCCCAAAAAACCCCCCCCCCC
>DR_1732

AGAGAGAGAGAGAGAGAAAAAATTTTTAAAAAAAAAAAA

>DR_1733
AGAGAGAGAGAGAGAGAAAAAATTTTTTAAAAAATTTTTTTTTTTAAAAAAAAAAAA
>DR_1734

AGAGAGAGAGAGAGAGTTTTTTAAAAAAAAAAAAAAAAA

>DR_1735
AGAGAGAGAGAGAGAGTTTTTTAAAAAATTTTTTAAAAAAAAAAA
>DR_1736

AGAGAGAGAGAGAGAGCCCCCCAAAAAGGGGGGGGGGGG

>DR_1737
AGAGAGAGAGAGAGAGCCCCCCAAAAAACCCCCCAAAAAGGGGGG
>DR_1738

AGAGAGAGAGAGAGAGGGGGGGAAAAACCCCCCCCCCCC

>DR_1739
AGAGAGAGAGAGAGAGGGGGGGAAAAAAGGGGGGAAAAACCCCCC
>DR_1740

AGAGAGAGAGAGAGAGCCCCCCGGGGGAAAAAAAAAAAA



>DR_1741
AGAGAGAGAGAGAGAGCCCCCCGGGGGGCCCCCCGGGRGAAAAAAAAAAAA
>DR_1742

AGAGAGAGAGAGAGAGCCCCCCTTTTTAAAAAA

>DR_1743
AGAGAGAGAGAGAGAGCCCCCCTTTTTTCCCCCCTTTTTGGGGGGGGGGGG
>DR_1744

AGAGAGAGAGAGAGAGGGGGGGCCCCCGGGGGE

>DR_1745
AGAGAGAGAGAGAGAGGGGGGGCCCCCCGGGGGGCCCCCCCCCCCCCCCCCT
>DR_1746

AGAGAGAGAGAGAGAGTTTTTTCCCCCCCCCCCC

>DR_1747
AGAGAGAGAGAGAGAGTTTTTTCCCCCCTTTTTTCCCCCCAAAAAAAAAAAA
>DR_1748

AGAGAGAGAGAGAGAGTTTTTTGGGGGGAAAAAAAAAAAA

>DR_1749
AGAGAGAGAGAGAGAGTTTTTTGGGGGGTTTTTTGGGGGGAAAAAA
>DR_1750

AGAGAGAGAGAGAGAGGGGGGGTTTTTTGGGGGGGGGGGG

>DR_1751
AGAGAGAGAGAGAGAGTTTTTTAAAAAAAAAAAACCCCCCCCCCCC
>DR_1752
AGAGAGAGAGAGAGAGTTTTTTAAAAAAAAAAAAAAAAAAAAAAA
>DR_1753

AGAGAGAGAGAGAGAGAAAAAAAAAAAAAAAAAA

>DR_1754
AGAGAGAGAGAGAGAGAAAAAAAAAAAAAAAAAAAAAAAAGGGGGGGGGGGG
>DR_1755

AGAGAGAGAGAGAGAGAAAAAAGGGGGGGGGGGG

>DR_1756
AGAGAGAGAGAGAGAGAAAAAAGGGGGGAAAAAAGGGGGGCCCCCCCCCCCC
>DR_1757

AGAGAGAGAGAGAGAGAAAAAACCCCCCCCCCCC

>DR_1758
AGAGAGAGAGAGAGAGAAAAAACCCCCCAAAAAACCCCCCAAAAAAAAAAAA
>DR_1759
AGAGAGAGAGAGAGAGAAAAAATTTTTTTTTTTTAAAAAAAAAAAA
>DR_1760
AGAGAGAGAGAGAGAGAAAAAATTTTTTAAAAAATTTTTTAAAAAAAAAAAA
>DR_1761

AGAGAGAGAGAGAGAGTTTTTTAAAAAAAAAAAA

>DR_1762
AGAGAGAGAGAGAGAGTTTTTTAAAAAATTTTTTAAAAAAGGGGGGGGGGGG
>DR_1763

AGAGAGAGAGAGAGAGCCCCCCAAAAAAGGGGGG

>DR_1764
AGAGAGAGAGAGAGAGCCCCCCAAAAAACCCCCCAAAAAACCCCCCCCCCCC
>DR_1765

AGAGAGAGAGAGAGAGGGGGGGAAAAAACCCCCC

>DR_1766
AGAGAGAGAGAGAGAGGGGGGGAAAAAAGGGGGGAAAAAAAAAAAAAAAAAA
>DR_1767
AGAGAGAGAGAGAGAGCCCCCCGGGGGGTTTTTTAAAAAAAAAAAA
>DR_1768
AGAGAGAGAGAGAGAGCCCCCCGGGGGGCCCCCCGGGRGGAAAAAAAAAAAA
>DR_1769

AGAGAGAGAGAGAGAGCCCCCCTTTTTTAAAAAA



>DR_1770
AGAGAGAGAGAGAGAGCCCCCCTTTTTTCCCCCCTTTTTTGGGGGGGGGGGE
>DR_1771

AGAGAGAGAGAGAGAGGGGGGGCCCCCCGGGGGG

>DR_1772
AGAGAGAGAGAGAGAGGGGGGGCCCCCCGGGGGGCCCCCCCCCCCCCCCCCE
>DR_1773

AGAGAGAGAGAGAGAGTTTTTTCCCCCCCCCCCC

>DR_1774
AGAGAGAGAGAGAGAGTTTTTTCCCCCCTTTTTTCCCCCCAAAAAAAAAAAA
>DR_1775

AGAGAGAGAGAGAGAGTTTTTTGGGGGGT TTTTTAAAAAAAAAAAA
>DR_1776
AGAGAGAGAGAGAGAGTTTTTTGGGGGGTTTTTTGGGGGGAAAAAAAAAAAA
>DR_1777

AGAGAGAGAGAGAGAGGGGGGGTTTTTTAAAAAA

>DR_1778
AGAGAGAGAGAGAGAGGGGGGGTTTTTTGGGGGGTTTTTTGGGGGGGGGGGG
>DR_1779
AGAGAGAGAGAGAGAGAAAAAAGGGGGGAAAAAAGGGGGGGGGGG
>DR_1780

AGAGAGAGAGAGAGAGAAAAAACCCCCCCCCCCCCCCCC

>DR_1781
AGAGAGAGAGAGAGAGAAAAAACCCCCCAAAAAACCCCCCCCCCC
>DR_1782

AGAGAGAGAGAGAGAGAAAAAATTTTTAAAAAAAAAAAA

>DR_1783
AGAGAGAGAGAGAGAGAAAAAATTTTTTAAAAAATTTTTTTTTTTAAAAAAAAAAAA
>DR_1784

AGAGAGAGAGAGAGAGTTTTTTAAAAAAAAAAAAAAAAA

>DR_1785
AGAGAGAGAGAGAGAGTTTTTTAAAAAATTTTTTAAAAAAAAAAA
>DR_1786

AGAGAGAGAGAGAGAGCCCCCCAAAAAGGGGGGGGGGGG

>DR_1787
AGAGAGAGAGAGAGAGCCCCCCAAAAAACCCCCCAAAAAGGGGGG
>DR_1788

AGAGAGAGAGAGAGAGGGGGGGAAAAACCCCCCCCCCCC

>DR_1789
AGAGAGAGAGAGAGAGGGGGGGAAAAAAGGGGGGAAAAACCCCCC
>DR_1790

AGAGAGAGAGAGAGAGCCCCCCGGGGGAAAAAAAAAAAA

>DR_1791
AGAGAGAGAGAGAGAGCCCCCCGGGGGGCCCCCCGGGGGAAAAAAAAAAAA
>DR_1792

AGAGAGAGAGAGAGAGCCCCCCTTTTTAAAAAA

>DR_1793
AGAGAGAGAGAGAGAGCCCCCCTTTTTTCCCCCCTTTTTGGGGGGGGGGGG
>DR_1794

AGAGAGAGAGAGAGAGGGGGGGCCCCCGGGGGE

>DR_1795
AGAGAGAGAGAGAGAGGGGGGGCCCCCCGGGGGGCCCCCCCCCCCCCCCCCe
>DR_1796

AGAGAGAGAGAGAGAGTTTTTTCCCCCCCCCCCC

>DR_1797
AGAGAGAGAGAGAGAGTTTTTTCCCCCCTTTTTTCCCCCCAAAAAAAAAAAA
>DR_1798

AGAGAGAGAGAGAGAGTTTTTTGGGGGGAAAAAAAAAAAA



>DR_1799

AGAGAGAGAGAGAGAGTTTTTTGGGGGGTTTTTTGGGGGGAAAAAA

>DR_1800

AGAGAGAGAGAGAGAGGGGGGGTTTTTTGGGGGGTTTTTT

>DR_1801

AGAGAGAGAGAGAGAGAAAAAAAAAAAA

>DR_1802

AGAGAGAGAGAGAGAGAAAAAA

>DR_1803

AGAGAGAGAGAGAGAGGGGGGGGGGGGG

>DR_1804

AGAGAGAGAGAGAGAGGGGGGG

>DR_1805

AGAGAGAGAGAGAGAGCCCCCCCCCCCC

>DR_1806

AGAGAGAGAGAGAGAGCCGCCCC

>DR_1807

AGAGAGAGAGAGAGAGAAAAAAAAAAAAAAAAAAAAAAAA

>DR_1808

AGAGAGAGAGAGAGAGAAAAAAAAAAAAAAAAAA

>DR_1809

AGAGAGAGAGAGAGAGGGGGGGGGGGGGGGGGGGGGGGGG

>DR_1810

AGAGAGAGAGAGAGAGGGGGGGGGGGGGGGGGGG

>DR_1811

AGAGAGAGAGAGAGAGCCCCCCCCCCCCCCCCCCCCCCCC

>DR_1812

AGAGAGAGAGAGAGAGCCCCCCCCCCCCCCCCCE

>DR_1813
AGAGAGAGAGAGAGAGAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA
>DR_1814

AGAGAGAGAGAGAGAGAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA

>DR_1815
AGAGAGAGAGAGAGAGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGE
>DR_1816

AGAGAGAGAGAGAGAGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGG

>DR_1817
AGAGAGAGAGAGAGAGCCCCCCCCCCCCCCCCCCECECCCCCCCCCCCCaeo
>DR_1818

AGAGAGAGAGAGAGAGCCCCCCCCCCCCCCCCCCCCCCCCCCCCCt

>DR_1819
AGAGAGAGAGAGAGAGAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA
>DR_1820
AGAGAGAGAGAGAGAGAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA
>DR_1821
AGAGAGAGAGAGAGAGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGG
>DR_1822
AGAGAGAGAGAGAGAGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGG
>DR_1823
AGAGAGAGAGAGAGAGCCCCCCCCGCCCCCCCCECECCCCCCCCCCCCCCCCCCCCCCCCCCCCt
>DR_1824
AGAGAGAGAGAGAGAGCCCCCCCCCCCCCCCCCCECCCCCCCCCCCCCCCCCCCCCCe
>DR_1825

AGAGAGAGAGAGAGAGGGGGGGTTTTTTGGGGGGTTTTT

>DR_1826

AGAGAGAGAGAGAGAGAAAAAAAAAAA

>DR_1827

AGAGAGAGAGAGAGAGAAAAA



>DR_1828

AGAGAGAGAGAGAGAGGGGGGGGGGG

>DR_1829

AGAGAGAGAGAGAGAGGGGGG

>DR_1830

AGAGAGAGAGAGAGAGCCCCCCCGCCC

>DR_1831

AGAGAGAGAGAGAGAGCCCCGC

>DR_1832

AGAGAGAGAGAGAGAGAAAAAAAAAAAAAAAAAAAAAAA

>DR_1833

AGAGAGAGAGAGAGAGAAAAAAAAAAAAAAAAA

>DR_1834

AGAGAGAGAGAGAGAGGGGGGGGGGGGGGGGGGGGGGGG

>DR_1835

AGAGAGAGAGAGAGAGGGGGGGGGGGGGGGGGG

>DR_1836

AGAGAGAGAGAGAGAGCCCCCCCCGCCCCCCCCCCCCCCa

>DR_1837

AGAGAGAGAGAGAGAGCCGCCCCCCCCCCCCCC

>DR_1838
AGAGAGAGAGAGAGAGAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA
>DR_1839

AGAGAGAGAGAGAGAGAAAAAAAAAAAAAAAAAAAAAAAAAAAAA

>DR_1840
AGAGAGAGAGAGAGAGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGG
>DR_1841

AGAGAGAGAGAGAGAGGGGGGGGGGGGGGGGGGGGGGGGGGGGGG

>DR_1842
AGAGAGAGAGAGAGAGCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCt
>DR_1843

AGAGAGAGAGAGAGAGCCCCCCCCCCCCCCCCCCCCCCCCCCCCe

>DR_1844
AGAGAGAGAGAGAGAGAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA
>DR_1845
AGAGAGAGAGAGAGAGAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA
>DR_1846
AGAGAGAGAGAGAGAGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGE
>DR_1847
AGAGAGAGAGAGAGAGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGG
>DR_1848
AGAGAGAGAGAGAGAGCCCCCCCCCCCCCCGCECECCCCCCCCCCCCCCCCCCCCCCCCCCt
>DR_1849
AGAGAGAGAGAGAGAGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGE
>DR_1850
AGAGAGAGAGAGAGAGCCCCCCCCGCCCCCCCCCCECCCCCCCCCCCCCCCCCCCCCeCaea
>DR_1851

AGAGAGAGAGAGAGAGAAAAAAAAAAAA

>DR_1852

AGAGAGAGAGAGAGAGAAAAAA

>DR_1853

AGAGAGAGAGAGAGAGGGGGGGGGGGGG

>DR_1854

AGAGAGAGAGAGAGAGGGGGGG

>DR_1855

AGAGAGAGAGAGAGAGCCCCCCCCCCCC

>DR_1856

AGAGAGAGAGAGAGAGCCGCCCC



>DR_1857

AGAGAGAGAGAGAGAGAAAAAAAAAAAAAAAAAAAAAAAA

>DR_1858

AGAGAGAGAGAGAGAGAAAAAAAAAAAAAAAAAA

>DR_1859

AGAGAGAGAGAGAGAGGGGGGGGGGGGGGGGGGGGGGGGG

>DR_1860

AGAGAGAGAGAGAGAGGGGGGGGGGGGGGGGGGG

>DR_1861

AGAGAGAGAGAGAGAGCCCCCCCCCCCCCCCCCCCCCCCC

>DR_1862

AGAGAGAGAGAGAGAGCCCCCCCCCCCCCCCCCE

>DR_1863
AGAGAGAGAGAGAGAGAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA
>DR_1864

AGAGAGAGAGAGAGAGAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA

>DR_1865
AGAGAGAGAGAGAGAGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGE
>DR_1866

AGAGAGAGAGAGAGAGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGG

>DR_1867
AGAGAGAGAGAGAGAGCCCCCCCCCCCCCCCCCCECECCCCCCCCCCCCaeo
>DR_1868

AGAGAGAGAGAGAGAGCCCCCCCCCCCCCCCCCCCCCCCCCCCCCt

>DR_1869
AGAGAGAGAGAGAGAGAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA
>DR_1870
AGAGAGAGAGAGAGAGAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA
>DR_1871
AGAGAGAGAGAGAGAGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGG
>DR_1872
AGAGAGAGAGAGAGAGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGG
>DR_1873
AGAGAGAGAGAGAGAGCCCCCCCCGCCCCCCCCCCECCCCCCCCCCCCCCCCCCCCCCCCCCCCt
>DR_1874
AGAGAGAGAGAGAGAGCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCe
>DR_1875

AGAGAGAGAGAGAGAGGGGGGGTTTTTTGGGGGGTTTTT

>DR_1876

AGAGAGAGAGAGAGAGAAAAAAAAAAA

>DR_1877

AGAGAGAGAGAGAGAGAAAAA

>DR_1878

AGAGAGAGAGAGAGAGGGGGGGGGGG

>DR_1879

AGAGAGAGAGAGAGAGGGGGG

>DR_1880

AGAGAGAGAGAGAGAGCCCCCCCGCCC

>DR_1881

AGAGAGAGAGAGAGAGCCCCGC

>DR_1882

AGAGAGAGAGAGAGAGAAAAAAAAAAAAAAAAAAAAAAA

>DR_1883

AGAGAGAGAGAGAGAGAAAAAAAAAAAAAAAAA

>DR_1884

AGAGAGAGAGAGAGAGGGGGGGGGGGGGGGGGGGGGGGG

>DR_1885

AGAGAGAGAGAGAGAGGGGGGGGGGGGGGGGGG



>DR_1886

AGAGAGAGAGAGAGAGCCCCCCCCGCCCCCCCCCCCCCCo

>DR_1887

AGAGAGAGAGAGAGAGCCCCCCCCCCCCCCCCC

>DR_1888
AGAGAGAGAGAGAGAGAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA
>DR_1889

AGAGAGAGAGAGAGAGAAAAAAAAAAAAAAAAAAAAAAAAAAAAA

>DR_1890
AGAGAGAGAGAGAGAGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGG
>DR_1891

AGAGAGAGAGAGAGAGGGGGGGGGGGGGGGGGGGGGGGGGGGGGG

>DR_1892
AGAGAGAGAGAGAGAGCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCt
>DR_1893

AGAGAGAGAGAGAGAGCCCCCCCCCCCCCCCCCCCCCCCCCCCCe

>DR_1894
AGAGAGAGAGAGAGAGAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA
>DR_1895
AGAGAGAGAGAGAGAGAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA
>DR_1896
AGAGAGAGAGAGAGAGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGE
>DR_1897
AGAGAGAGAGAGAGAGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGG
>DR_1898
AGAGAGAGAGAGAGAGCCCCCCCCCCCCCCGCECECCCCCCCCCCCCCCCCCCCCCCCCCCt
>DR_1899
AGAGAGAGAGAGAGAGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGE
>DR_1900
AGAGAGAGAGAGAGAGCCCCCCCCGCCCCCCCCCCECCCCCCCCCCCCCCCCCCCCCeCaeo
>DR_1901

TGTGTGTGTGTGTGTGAAAAAAAAAAAA

>DR_1902

TGTGTGTGTGTGTGTGTTTTTTAAAAAAAAAAAA

>DR_1903

TGTGTGTGTGTGTGTGTTTTTTAAAAAAAAAAA

>DR_1904

TGTGTGTGTGTGTGTGAAAAAAAAAAAA

>DR_1905

TGTGTGTGTGTGTGTGAAAAAAAAAAAAAAAAAAAAAAAA

>DR_1906

TGTGTGTGTGTGTGTGAAAAAAGGGGGG

>DR_1907

TGTGTGTGTGTGTGTGAAAAAAGGGGGGAAAAAAGGGGGG

>DR_1908

TGTGTGTGTGTGTGTGAAAAAACCCCCC

>DR_1909

TGTGTGTGTGTGTGTGAAAAAACCCCCCAAAAAACCCCCC

>DR_1910

TGTGTGTGTGTGTGTGAAAAAATTTTTT

>DR_1911

TGTGTGTGTGTGTGTGAAAAAATTTTTTAAAAAATTTTTT

>DR_1912

TGTGTGTGTGTGTGTGTTTTTTAAAAAA

>DR_1913

TGTGTGTGTGTGTGTGTTTTTTAAAAAATTTTTTAAAAAA

>DR_1914

TGTGTGTGTGTGTGTGCCCCCCAAAAAA



>DR_1915
TGTGTGTGTGTGTGTGCCCCCCAAAAAACCCCCCAAAAAA
>DR_1916

TGTGTGTGTGTGTGTGGGGGGGAAAAAA

>DR_1917
TGTGTGTGTGTGTGTGGGGGGGAAAAAAGGGGGGAAAAAA
>DR_1918

TGTGTGTGTGTGTGTGCCCCCCGGGGGG

>DR_1919
TGTGTGTGTGTGTGTGCCCCCCGGGGGGCCCCCCGGGGGG
>DR_1920

TGTGTGTGTGTGTGTGCCCCCCTTTTTT

>DR_1921
TGTGTGTGTGTGTGTGCCCCCCTTTTTTCCCCCCTTTTTT
>DR_1922

TGTGTGTGTGTGTGTGGGGGGGCCCCCC

>DR_1923
TGTGTGTGTGTGTGTGGGGGGGCCCCCCGGGGGGCCCCCC
>DR_1924

TGTGTGTGTGTGTGTGTTTTTTCCCCCC

>DR_1925
TGTGTGTGTGTGTGTGTTTTTTCCCCCCTTTTTTCCCCCC
>DR_1926

TGTGTGTGTGTGTGTGTTTTTTGGGGGG

>DR_1927
TGTGTGTGTGTGTGTGTTTTTTGGGGGGTTTTTTGGGGGG
>DR_1928

TGTGTGTGTGTGTGTGGGGGGGTTTTTT

>DR_1929
TGTGTGTGTGTGTGTGGGGGGGTTTTTTGGGGGGTTTTTT
>DR_1930
TGTGTGTGTGTGTGTGAAAAAAGGGGGGAAAAAAGGGGG
>DR_1931

TGTGTGTGTGTGTGTGAAAAAACCCCC

>DR_1932
TGTGTGTGTGTGTGTGAAAAAACCCCCCAAAAAACCCCC
>DR_1933

TGTGTGTGTGTGTGTGAAAAAATTTTT

>DR_1934
TGTGTGTGTGTGTGTGAAAAAATTTTTTAAAAAATTTTT
>DR_1935

TGTGTGTGTGTGTGTGTTTTTTAAAAA

>DR_1936
TGTGTGTGTGTGTGTGTTTTTTAAAAAATTTTTTAAAAA
>DR_1937

TGTGTGTGTGTGTGTGCCCCCCAAAAA

>DR_1938
TGTGTGTGTGTGTGTGCCCCCCAAAAAACCCCCCAAAAA
>DR_1939

TGTGTGTGTGTGTGTGGGGGGGAAAAA

>DR_1940
TGTGTGTGTGTGTGTGGGGGGGAAAAAAGGGGGGAAAAA
>DR_1941

TGTGTGTGTGTGTGTGCCCCCCGGGGG

>DR_1942
TGTGTGTGTGTGTGTGCCCCCCGGGGGGCCCCCCGGGGG
>DR_1943

TGTGTGTGTGTGTGTGCCCCCCTTTTT



>DR_1944
TGTGTGTGTGTGTGTGCCCCCCTTTTTTCCCCCCTTTTT
>DR_1945

TGTGTGTGTGTGTGTGGGGGGGCCCCC

>DR_1946
TGTGTGTGTGTGTGTGGGGGGGCCCCCCGGGGGGCCCCCC
>DR_1947

TGTGTGTGTGTGTGTGTTTTTTCCCCCC

>DR_1948
TGTGTGTGTGTGTGTGTTTTTTCCCCCCTTTTTTCCCCCC
>DR_1949

TGTGTGTGTGTGTGTGTTTTTTGGGGGG

>DR_1950
TGTGTGTGTGTGTGTGTTTTTTGGGGGGTTTTTTGGGGGG
>DR_1951

TGTGTGTGTGTGTGTGGGGGGGTTTTTT

>DR_1952
TGTGTGTGTGTGTGTGTTTTTTAAAAAAAAAAAA
>DR_1953
TGTGTGTGTGTGTGTGTTTTTTAAAAAAAAAAA
>DR_1954

TGTGTGTGTGTGTGTGAAAAAAAAAAAA

>DR_1955
TGTGTGTGTGTGTGTGAAAAAAAAAAAAAAAAAAAAAAAA
>DR_1956

TGTGTGTGTGTGTGTGAAAAAAGGGGGG

>DR_1957
TGTGTGTGTGTGTGTGAAAAAAGGGGGGAAAAAAGGGGGG
>DR_1958

TGTGTGTGTGTGTGTGAAAAAACCCCCC

>DR_1959
TGTGTGTGTGTGTGTGAAAAAACCCCCCAAAAAACCCCCC
>DR_1960

TGTGTGTGTGTGTGTGAAAAAATTTTTT

>DR_1961
TGTGTGTGTGTGTGTGAAAAAATTTTTTAAAAAATTTTTT
>DR_1962

TGTGTGTGTGTGTGTGTTTTTTAAAAAA

>DR_1963
TGTGTGTGTGTGTGTGTTTTTTAAAAAATTTTTTAAAAAA
>DR_1964

TGTGTGTGTGTGTGTGCCCCCCAAAAAA

>DR_1965
TGTGTGTGTGTGTGTGCCCCCCAAAAAACCCCCCAAAAAA
>DR_1966

TGTGTGTGTGTGTGTGGGGGGGAAAAAA

>DR_1967
TGTGTGTGTGTGTGTGGGGGGGAAAAAAGGGGGGAAAAAA
>DR_1968

TGTGTGTGTGTGTGTGCCCCCCGGGGGG

>DR_1969
TGTGTGTGTGTGTGTGCCCCCCGGGGGGCCCCCCGGGGGG
>DR_1970

TGTGTGTGTGTGTGTGCCCCCCTTTTTT

>DR_1971
TGTGTGTGTGTGTGTGCCCCCCTTTTTTCCCCCCTTTTTT
>DR_1972

TGTGTGTGTGTGTGTGGGGGGGCCCCCC



>DR_1973
TGTGTGTGTGTGTGTGGGGGGGCCCCCCGGGGGGCCCCCC
>DR_1974

TGTGTGTGTGTGTGTGTTTTTTCCCCCC

>DR_1975
TGTGTGTGTGTGTGTGTTTTTTCCCCCCTTTTTTCCCCCC
>DR_1976

TGTGTGTGTGTGTGTGTTTTTTGGGGGG

>DR_1977
TGTGTGTGTGTGTGTGTTTTTTGGGGGGTTTTTTGGGGGG
>DR_1978

TGTGTGTGTGTGTGTGGGGGGGTTTTTT

>DR_1979
TGTGTGTGTGTGTGTGGGGGGGTTTTTTGGGGGGTTTTTT
>DR_1980
TGTGTGTGTGTGTGTGAAAAAAGGGGGGAAAAAAGGGGG
>DR_1981

TGTGTGTGTGTGTGTGAAAAAACCCCC

>DR_1982
TGTGTGTGTGTGTGTGAAAAAACCCCCCAAAAAACCCCC
>DR_1983

TGTGTGTGTGTGTGTGAAAAAATTTTT

>DR_1984
TGTGTGTGTGTGTGTGAAAAAATTTTTTAAAAAATTTTT
>DR_1985

TGTGTGTGTGTGTGTGTTTTTTAAAAA

>DR_1986
TGTGTGTGTGTGTGTGTTTTTTAAAAAATTTTTTAAAAA
>DR_1987

TGTGTGTGTGTGTGTGCCCCCCAAAAA

>DR_1988
TGTGTGTGTGTGTGTGCCCCCCAAAAAACCCCCCAAAAA
>DR_1989

TGTGTGTGTGTGTGTGGGGGGGAAAAA

>DR_1990
TGTGTGTGTGTGTGTGGGGGGGAAAAAAGGGGGGAAAAA
>DR_1991

TGTGTGTGTGTGTGTGCCCCCCGGGGG

>DR_1992
TGTGTGTGTGTGTGTGCCCCCCGGGGGGCCCCCCGGGGG
>DR_1993

TGTGTGTGTGTGTGTGCCCCCCTTTTT

>DR_1994
TGTGTGTGTGTGTGTGCCCCCCTTTTTTCCCCCCTTTTT
>DR_1995

TGTGTGTGTGTGTGTGGGGGGGCCCCC

>DR_1996
TGTGTGTGTGTGTGTGGGGGGGCCCCCCGGGGGGCCCCCC
>DR_1997

TGTGTGTGTGTGTGTGTTTTTTCCCCCC

>DR_1998
TGTGTGTGTGTGTGTGTTTTTTCCCCCCTTTTTTCCCCCC
>DR_1999

TGTGTGTGTGTGTGTGTTTTTTGGGGGG

>DR_2000
TGTGTGTGTGTGTGTGTTTTTTGGGGGGTTTTTTGGGGGG
>DR_2001

TGTGTGTGTGTGTGTGGGGGGGTTTTTT



>DR_2002
TGTGTGTGTGTGTGTGTTTTTTAAAAAAAAAAAACCCCCCCCCCCC
>DR_2003
TGTGTGTGTGTGTGTGTTTTTTAAAAAAAAAAAAAAAAAAAAAAA
>DR_2004

TGTGTGTGTGTGTGTGAAAAAAAAAAAAAAAAAA

>DR_2005
TGTGTGTGTGTGTGTGAAAAAAAAAAAAAAAAAAAAAAAAGGGGGGGGGGGG
>DR_2006

TGTGTGTGTGTGTGTGAAAAAAGGGGGGGGGGGG

>DR_2007
TGTGTGTGTGTGTGTGAAAAAAGGGGGGAAAAAAGGGGGGCCCCCCCCGCCE
>DR_2008

TGTGTGTGTGTGTGTGAAAAAACCCCCCCCCCCC

>DR_2009
TGTGTGTGTGTGTGTGAAAAAACCCCCCAAAAAACCCCCCAAAAAAAAAAAA
>DR_2010
TGTGTGTGTGTGTGTGAAAAAATTTTTTTTTTTTAAAAAAAAAAAA
>DR_2011
TGTGTGTGTGTGTGTGAAAAAATTTTTTAAAAAATTTTTTAAAAAAAAAAAA
>DR_2012

TGTGTGTGTGTGTGTGTTTTTTAAAAAAAAAAAA

>DR_2013
TGTGTGTGTGTGTGTGTTTTTTAAAAAATTTTTTAAAAAAGGGGGGGGGGGG
>DR_2014

TGTGTGTGTGTGTGTGCCCCCCAAAAAAGGGGGG

>DR_2015
TGTGTGTGTGTGTGTGCCCCCCAAAAAACCCCCCAAAAAACCCCCCCCGCCC
>DR_2016

TGTGTGTGTGTGTGTGGGGGGGAAAAAACCCCCC

>DR_2017
TGTGTGTGTGTGTGTGGGGGGGAAAAAAGGGGGGAAAAAAAAAAAAAAAAAA
>DR_2018
TGTGTGTGTGTGTGTGCCCCCCGGGGGGTTTTTTAAAAAAAAAAAA
>DR_2019
TGTGTGTGTGTGTGTGCCCCCCGGGGGGCCCCCCGGGGGGAAAAAAAAAAAA
>DR_2020

TGTGTGTGTGTGTGTGCCCCCCTTTTTTAAAAAA

>DR_2021
TGTGTGTGTGTGTGTGCCCCCCTTTTTTCCCCCCTTTTTTGGGGGGGGGGGG
>DR_2022

TGTGTGTGTGTGTGTGGGGGGGCCCCCCGGGGGG

>DR_2023
TGTGTGTGTGTGTGTGGGGGGGCCCCCCGGGGGGCCCCCCCCCCCCCCCCCE
>DR_2024

TGTGTGTGTGTGTGTGTTTTTTCCCCCCCCCCCC

>DR_2025
TGTGTGTGTGTGTGTGTTTTTTCCCCCCTTTTTTCCCCCCAAAAAAAAAAAA
>DR_2026
TGTGTGTGTGTGTGTGTTTTTTGGGGGGTTTTTTAAAAAAAAAAAA
>DR_2027
TGTGTGTGTGTGTGTGTTTTTTGGGGGGTTTTTTGGGGGGAAAAAAAAAAAA
>DR_2028

TGTGTGTGTGTGTGTGGGGGGGTTTTTTAAAAAA

>DR_2029
TGTGTGTGTGTGTGTGGGGGGGTTTTTTGGGGGGTTTTTTGGGGGGGGGGGG
>DR_2030
TGTGTGTGTGTGTGTGAAAAAAGGGGGGAAAAAAGGGGGGGGGGG



>DR_2031

TGTGTGTGTGTGTGTGAAAAAACCCCCCCCCCCCCGCCE

>DR_2032
TGTGTGTGTGTGTGTGAAAAAACCCCCCAAAAAACCCCCCCCCCC
>DR_2033

TGTGTGTGTGTGTGTGAAAAAATTTTTAAAAAAAAAAAA

>DR_2034
TGTGTGTGTGTGTGTGAAAAAATTTTTTAAAAAATTTTTTTTTTTAAAAAAAAAAAA
>DR_2035

TGTGTGTGTGTGTGTGTTTTTTAAAAAAAAAAAAAAAAA

>DR_2036
TGTGTGTGTGTGTGTGTTTTTTAAAAAATTTTTTAAAAAAAAAAA
>DR_2037

TGTGTGTGTGTGTGTGCCCCCCAAAAAGGGGGGGGGGGG

>DR_2038
TGTGTGTGTGTGTGTGCCCCCCAAAAAACCCCCCAAAAAGGGGGG
>DR_2039

TGTGTGTGTGTGTGTGGGGGGGAAAAACCCCCCCCCGCCC

>DR_2040
TGTGTGTGTGTGTGTGGGGGGGAAAAAAGGGGGGAAAAACCCCCC
>DR_2041

TGTGTGTGTGTGTGTGCCCCCCGGGGGAAAAAAAAAAAA

>DR_2042
TGTGTGTGTGTGTGTGCCCCCCGGGGGGCCCCCCGGGGGAAAAAAAAAAAA
>DR_2043

TGTGTGTGTGTGTGTGCCCCCCTTTTTAAAAAA

>DR_2044
TGTGTGTGTGTGTGTGCCCCCCTTTTTTCCCCCCTTTTTGGGGGGGGGGGG
>DR_2045

TGTGTGTGTGTGTGTGGGGGGGCCCCCGGGGGG

>DR_2046
TGTGTGTGTGTGTGTGGGGGGGCCCCCCGGGGGGCCCCCCCCCCCCCCCCCE
>DR_2047

TGTGTGTGTGTGTGTGTTTTTTCCCCCCCCCCCC

>DR_2048
TGTGTGTGTGTGTGTGTTTTTTCCCCCCTTTTTTCCCCCCAAAAAAAAAAAA
>DR_2049

TGTGTGTGTGTGTGTGTTTTTTGGGGGGAAAAAAAAAAAA

>DR_2050
TGTGTGTGTGTGTGTGTTTTTTGGGGGGTTTTTTGGGGGGAAAAAA
>DR_2051

TGTGTGTGTGTGTGTGGGGGGGTTTTTTGGGGGGGGGGGG

>DR_2052
TGTGTGTGTGTGTGTGTTTTTTAAAAAAAAAAAACCCCCCCCCCCC
>DR_2053
TGTGTGTGTGTGTGTGTTTTTTAAAAAAAAAAAAAAAAAAAAAAA
>DR_2054

TGTGTGTGTGTGTGTGAAAAAAAAAAAAAAAAAA

>DR_2055
TGTGTGTGTGTGTGTGAAAAAAAAAAAAAAAAAAAAAAAAGGGGGGGGGGGG
>DR_2056

TGTGTGTGTGTGTGTGAAAAAAGGGGGGGGGGGG

>DR_2057
TGTGTGTGTGTGTGTGAAAAAAGGGGGGAAAAAAGGGGGGCCCCCCCCGCCE
>DR_2058

TGTGTGTGTGTGTGTGAAAAAACCCCCCCCCCCC

>DR_2059
TGTGTGTGTGTGTGTGAAAAAACCCCCCAAAAAACCCCCCAAAAAAAAAAAA



>DR_2060
TGTGTGTGTGTGTGTGAAAAAATTTTTTTTTTTTAAAAAAAAAAAA
>DR_2061
TGTGTGTGTGTGTGTGAAAAAATTTTTTAAAAAATTTTTTAAAAAAAAAAAA
>DR_2062

TGTGTGTGTGTGTGTGTTTTTTAAAAAAAAAAAA

>DR_2063
TGTGTGTGTGTGTGTGTTTTTTAAAAAATTTTTTAAAAAAGGGGGGGGGGGG
>DR_2064

TGTGTGTGTGTGTGTGCCCCCCAAAAAAGGGGGG

>DR_2065
TGTGTGTGTGTGTGTGCCCCCCAAAAAACCCCCCAAAAAACCCCCCCCGCCC
>DR_2066

TGTGTGTGTGTGTGTGGGGGGGAAAAAACCCCCC

>DR_2067
TGTGTGTGTGTGTGTGGGGGGGAAAAAAGGGGGGAAAAAAAAAAAAAAAAAA
>DR_2068
TGTGTGTGTGTGTGTGCCCCCCGGGGGGTTTTTTAAAAAAAAAAAA
>DR_2069
TGTGTGTGTGTGTGTGCCCCCCGGGGGGCCCCCCGGGGGGAAAAAAAAAAAA
>DR_2070

TGTGTGTGTGTGTGTGCCCCCCTTTTTTAAAAAA

>DR_2071
TGTGTGTGTGTGTGTGCCCCCCTTTTTTCCCCCCTTTTTTGGGGGGGGGGGG
>DR_2072

TGTGTGTGTGTGTGTGGGGGGGCCCCCCGGGGGG

>DR_2073
TGTGTGTGTGTGTGTGGGGGGGCCCCCCGGGGGGCCCCCCCCCCCCCCCCCE
>DR_2074

TGTGTGTGTGTGTGTGTTTTTTCCCCCCCCCCCC

>DR_2075
TGTGTGTGTGTGTGTGTTTTTTCCCCCCTTTTTTCCCCCCAAAAAAAAAAAA
>DR_2076
TGTGTGTGTGTGTGTGTTTTTTGGGGGGTTTTTTAAAAAAAAAAAA
>DR_2077
TGTGTGTGTGTGTGTGTTTTTTGGGGGGTTTTTTGGGGGGAAAAAAAAAAAA
>DR_2078

TGTGTGTGTGTGTGTGGGGGGGTTTTTTAAAAAA

>DR_2079
TGTGTGTGTGTGTGTGGGGGGGTTTTTTGGGGGGTTTTTTGGGGGGGGGGGG
>DR_2080
TGTGTGTGTGTGTGTGAAAAAAGGGGGGAAAAAAGGGGGGGGGGG
>DR_2081

TGTGTGTGTGTGTGTGAAAAAACCCCCCCCCCCGCCGCCE

>DR_2082
TGTGTGTGTGTGTGTGAAAAAACCCCCCAAAAAACCCCCCCCCCC
>DR_2083

TGTGTGTGTGTGTGTGAAAAAATTTTTAAAAAAAAAAAA

>DR_2084
TGTGTGTGTGTGTGTGAAAAAATTTTTTAAAAAATTTTTTTTTTTAAAAAAAAAAAA
>DR_2085

TGTGTGTGTGTGTGTGTTTTTTAAAAAAAAAAAAAAAAA

>DR_2086
TGTGTGTGTGTGTGTGTTTTTTAAAAAATTTTTTAAAAAAAAAAA
>DR_2087

TGTGTGTGTGTGTGTGCCCCCCAAAAAGGGGGGGGGGGG

>DR_2088
TGTGTGTGTGTGTGTGCCCCCCAAAAAACCCCCCAAAAAGGGGGG



>DR_2089
TGTGTGTGTGTGTGTGGGGGGGAAAAACCCCCCCCCGCCC
>DR_2090
TGTGTGTGTGTGTGTGGGGGGGAAAAAAGGGGGGAAAAACCCCCC
>DR_2091
TGTGTGTGTGTGTGTGCCCCCCGGGGGAAAAAAAAAAAA
>DR_2092
TGTGTGTGTGTGTGTGCCCCCCGGGGGGCCCCCCGGGGGAAAAAAAAAAAA
>DR_2093

TGTGTGTGTGTGTGTGCCCCCCTTTTTAAAAAA

>DR_2094
TGTGTGTGTGTGTGTGCCCCCCTTTTTTCCCCCCTTTTTGGGGGGGGGGGG
>DR_2095

TGTGTGTGTGTGTGTGGGGGGGCCCCCGGGGGG

>DR_2096
TGTGTGTGTGTGTGTGGGGGGGCCCCCCGGGGGGCCCCCCCCCCCCCCCCCE
>DR_2097

TGTGTGTGTGTGTGTGTTTTTTCCCCCCCCCCCC

>DR_2098
TGTGTGTGTGTGTGTGTTTTTTCCCCCCTTTTTTCCCCCCAAAAAAAAAAAA
>DR_2099
TGTGTGTGTGTGTGTGTTTTTTGGGGGGAAAAAAAAAAAA
>DR_2100
TGTGTGTGTGTGTGTGTTTTTTGGGGGGTTTTTTGGGGGGAAAAAA
>DR_2101

CGCGCGCGCGCGCGCGAAAAAAAAAAAA

>DR_2102

CGCGCGCGCGCGCGCGTTTTTTAAAAAAAAAAAA

>DR_2103

CGCGCGCGCGCGCGCGTTTTTTAAAAAAAAAAA

>DR_2104

CGCGCGCGCGCGCGCGAAAAAAAAAAAA

>DR_2105
CGCGCGCGCGCGCGCGAAAAAAAAAAAAAAAAAAAAAAAA
>DR_2106

CGCGCGCGCGCGCGCGAAAAAAGGGGGG

>DR_2107
CGCGCGCGCGCGCGCGAAAAAAGGGGGGAAAAAAGGGGGG
>DR_2108

CGCGCGCGCGCGCGCGAAAAAACCCCCC

>DR_2109
CGCGCGCGCGCGCGCGAAAAAACCCGCCCAAAAAACCCCCC
>DR_2110

CGCGCGCGCGCGCGCGAAAAAATTTTTT

>DR_2111
CGCGCGCGCGCGCGCGAAAAAATTTTTTAAAAAATTTTTT
>DR_2112

CGCGCGCGCGCGCGCGTTTTTTAAAAAA

>DR_2113
CGCGCGCGCGCGCGCGTTTTTTAAAAAATTTTTTAAAAAA
>DR_2114

CGCGCGCGCGCGCGCGCCCCCCAAAAAA

>DR_2115
CGCGCGCGCGCGCGCGCCCCCCAAAAAACCCCCCAAAAAA
>DR_2116

CGCGCGCGCGCGCGCGGGGGGGAAAAAA

>DR_2117
CGCGCGCGCGCGCGCGGGGGGGAAAAAAGGGGGGAAAAAA



>DR_2118

CGCGCGCGCGCGCGCGCCCCCCGGGGGE

>DR_2119
CGCGCGCGCGCGCGCGCCCCCCGGGGGGCCCCCCGGGGGG
>DR_2120

CGCGCGCGCGCGCGCGCCCCCCTTTTTT

>DR_2121
CGCGCGCGCGCGCGCGCCCCCCTTTTTTCCCCCCTTTTTT
>DR_2122

CGCGCGCGCGCGCGCGGGGGGGCCTCCCE

>DR_2123
CGCGCGCGCGCGCGCGGGGGGGCCCCCCGGGGGGCCCCCT
>DR_2124

CGCGCGCGCGCGCGCGTTTTTTCCCCCC

>DR_2125
CGCGCGCGCGCGCGCGTTTTTTCCCCCCTTTTTTCCCCCC
>DR_2126

CGCGCGCGCGCGCGCGTTTTTTGGGGGG

>DR_2127
CGCGCGCGCGCGCGCGTTTTTTGGGGGGTTTTTTGGGGGG
>DR_2128

CGCGCGCGCGCGCGCGGGGGGGTTTTTT

>DR_2129
CGCGCGCGCGCGCGCGGGGGGGTTTTTTGGGGGGTTTTTT
>DR_2130
CGCGCGCGCGCGCGCGAAAAAAGGGGGGAAAAAAGGGGG
>DR_2131

CGCGCGCGCGCGCGCGAAAAAACCCCC

>DR_2132
CGCGCGCGCGCGCGCGAAAAAACCCCCCAAAAAACGCCC
>DR_2133

CGCGCGCGCGCGCGCGAAAAAATTTTT

>DR_2134
CGCGCGCGCGCGCGCGAAAAAATTTTTTAAAAAATTTTT
>DR_2135

CGCGCGCGCGCGCGCGTTTTTTAAAAA

>DR_2136
CGCGCGCGCGCGCGCGTTTTTTAAAAAATTTTTTAAAAA
>DR_2137

CGCGCGCGCGCGCGCGCCCCCCAAAAA

>DR_2138
CGCGCGCGCGCGCGCGCCCCCCAAAAAACCCCCCAAAAA
>DR_2139

CGCGCGCGCGCGCGCGGGGGGGAAAAA

>DR_2140
CGCGCGCGCGCGCGCGGGGGGGAAAAAAGGGGGGAAAAA
>DR_2141

CGCGCGCGCGCGCGCGCCCCCCGGGGG

>DR_2142
CGCGCGCGCGCGCGCGCCCCCCGGGGGGCCCCCCGGGGE
>DR_2143

CGCGCGCGCGCGCGCGCCCCCCTTTTT

>DR_2144
CGCGCGCGCGCGCGCGCCCCCCTTTTTTCCCCCCTTTTT
>DR_2145

CGCGCGCGCGCGCGCGGGGGGGCCCCC

>DR_2146
CGCGCGCGCGCGCGCGGGGGGGCCCCCCGGGGGGCCCCCT



>DR_2147

CGCGCGCGCGCGCGCGTTTTTTCCCCCC

>DR_2148
CGCGCGCGCGCGCGCGTTTTTTCCCCCCTTTTTTCCCCCC
SDR_2149

CGCGCGCGCGCGCGCGTTTTTTGGGGGG

>DR_2150
CGCGCGCGCGCGCGCGTTTTTTGGGGGGTTTTTTGGGGGG
>DR_2151

CGCGCGCGCGCGCGCGGGGGGGTTTTTT

>DR_2152
CGCGCGCGCGCGCGCGTTTTTTAAAAAAAAAAAA
>DR_2153
CGCGCGCGCGCGCGCGTTTTTTAAAAAAAAAAA
SDR_2154

CGCGCGCGCGCGCGCGAAAAAAAAAAAA

>DR_2155
CGCGCGCGCGCGCGCGAAAAAAAAAAAAAAAAAAAAAAAA
>DR_2156

CGCGCGCGCGCGCGCGAAAAAAGGGGGG

>DR_2157
CGCGCGCGCGCGCGCGAAAAAAGGGGGGAAAAAAGGGGGG
>DR_2158

CGCGCGCGCGCGCGCGAAAAAACCCCCC

>DR_2159
CGCGCGCGCGCGCGCGAAAAAACCCCCCAAAAAACCCCCC
>DR_2160

CGCGCGCGCGCGCGCGAAAAAATTTTTT

SDR_2161
CGCGCGCGCGCGCGCGAAAAAATTTTTTAAAAAATTTTTT
>DR_2162

CGCGCGCGCGCGCGCGTTTTTTAAAAAA

>DR_2163
CGCGCGCGCGCGCGCGTTTTTTAAAAAATTTTTTAAAAAA
SDR_2164

CGCGCGCGCGCGCGCGCCCCCCAAAAAA

>DR_2165
CGCGCGCGCGCGCGCGCCCCCCAAAAAACCCCCCAAAAAA
>DR_2166

CGCGCGCGCGCGCGCGGGGGGGAAAAAA

>DR_2167
CGCGCGCGCGCGCGCGGGGGGGAAAAAAGGGGGGAAAAAA
>DR_2168

CGCGCGCGCGCGCGCGCCCCCCGGGRGR

SDR_2169
CGCGCGCGCGCGCGCGCCCCCCGGGRGRCCCCCCGGGGGE
>DR_2170

CGCGCGCGCGCGCGCGCCCCCCTTTTTT

>DR_2171
CGCGCGCGCGCGCGCGCCCCCCTTTTTTCCCCCCTTTTTT
>DR_2172

CGCGCGCGCGCGCGCGGGGGGGCCCCCC

>DR_2173
CGCGCGCGCGCGCGCGGGGGGGCCCCCCGRGRGRCCCCCT
>DR_2174

CGCGCGCGCGCGCGCGTTTTTTCCCCCC

>DR_2175
CGCGCGCGCGCGCGCGTTTTTTCCCCCCTTTTTTCCCCCC



>DR_2176

CGCGCGCGCGCGCGCGTTTTTTGGGGGG

>DR_2177
CGCGCGCGCGCGCGCGTTTTTTGGGGGGTTTTTTGGGGGG
>DR_2178

CGCGCGCGCGCGCGCGGGGGGGTTTTTT

>DR_2179
CGCGCGCGCGCGCGCGGGGGGGTTTTTTGGGGGGTTTTTT
>DR_2180
CGCGCGCGCGCGCGCGAAAAAAGGGGGGAAAAAAGGGGG
>DR_2181

CGCGCGCGCGCGCGCGAAAAAACCCCC

>DR_2182
CGCGCGCGCGCGCGCGAAAAAACCCCCCAAAAAACCCCC
>DR_2183

CGCGCGCGCGCGCGCGAAAAAATTTTT

>DR_2184
CGCGCGCGCGCGCGCGAAAAAATTTTTTAAAAAATTTTT
>DR_2185

CGCGCGCGCGCGCGCGTTTTTTAAAAA

>DR_2186
CGCGCGCGCGCGCGCGTTTTTTAAAAAATTTTTTAAAAA
>DR_2187

CGCGCGCGCGCGCGCGCCCCCCAAAAA

>DR_2188
CGCGCGCGCGCGCGCGCCCCCCAAAAAACCCCCCAAAAA
>DR_2189

CGCGCGCGCGCGCGCGGGGGGGAAAAA

>DR_2190
CGCGCGCGCGCGCGCGGGGGGGAAAAAAGGGGGGAAAAA
>DR_2191

CGCGCGCGCGCGCGCGCCCCCCGGGGE

>DR_2192
CGCGCGCGCGCGCGCGCCCCCCGGGGGRCCCCCCGGGGE
>DR_2193

CGCGCGCGCGCGCGCGCCCCCCTTTTT

SDR_2194
CGCGCGCGCGCGCGCGCCCCCCTTTTTTCCCCCCTTTTT
>DR_2195

CGCGCGCGCGCGCGCGGGGGGGCCCCC

>DR_2196
CGCGCGCGCGCGCGCGGGGGGGCCCCCCGRGRGRCCCCCT
>DR_2197

CGCGCGCGCGCGCGCGTTTTTTCCCCCC

>DR_2198
CGCGCGCGCGCGCGCGTTTTTTCCCCCCTTTTTTCCCCCC
>DR_2199

CGCGCGCGCGCGCGCGTTTTTTGGGGGG

>DR_2200
CGCGCGCGCGCGCGCGTTTTTTGGGGGGTTTTTTGGGGGG
SDR_2201

CGCGCGCGCGCGCGCGGGGGGGTTTTTT

>DR_2202
CGCGCGCGCGCGCGCGTTTTTTAAAAAAAAAAAACCCCCCCCCCCC
>DR_2203
CGCGCGCGCGCGCGCGTTTTTTAAAAAAAAAAAAAAAAAAAAAAA
SDR_2204
CGCGCGCGCGCGCGCGAAAAAAAAAAAAAAAAAA



>DR_2205
CGCGCGCGCGCGCGCGAAAAAAAAAAAAAAAAAAAAAAAAGGGGGGGGGGGG
>DR_2206

CGCGCGCGCGCGCGCGAAAAAAGGGGGGGGGGGG

>DR_2207
CGCGCGCGCGCGCGCGAAAAAAGGGGGGAAAAAAGGGGGGCCCCCCCCGCCE
>DR_2208

CGCGCGCGCGCGCGCGAAAAAACCCCCCCCCCCE

>DR_2209
CGCGCGCGCGCGCGCGAAAAAACGCCCCCAAAAAAGCCCCCAAAAAAAAAAAA
>DR_2210
CGCGCGCGCGCGCGCGAAAAAATTTTTTTTTTTTAAAAAAAAAAAA
>DR_2211
CGCGCGCGCGCGCGCGAAAAAATTTTTTAAAAAATTTTTTAAAAAAAAAAAA
>DR_2212

CGCGCGCGCGCGCGCGTTTTTTAAAAAAAAAAAA

>DR_2213
CGCGCGCGCGCGCGCGTTTTTTAAAAAATTTTTTAAAAAAGGGGGGGGGGGG
>DR_2214

CGCGCGCGCGCGCGCGCCCCCCAAAAAAGGGGGG

>DR_2215
CGCGCGCGCGCGCGCGCCCCCCAAAAAACCCCCCAAAAAACCCCCCCCGCCE
>DR_2216

CGCGCGCGCGCGCGCGGGGGGGAAAAAACCCCCC

>DR_2217
CGCGCGCGCGCGCGCGGGGGGGAAAAAAGGGGGGAAAAAAAAAAAAAAAAAA
>DR_2218
CGCGCGCGCGCGCGCGCCCCCCGGGGGGTTTTTTAAAAAAAAAAAA
>DR_2219
CGCGCGCGCGCGCGCGCCCCCCGGGGGGCCCCCCGGGGGGAAAAAAAAAAAA
>DR_2220

CGCGCGCGCGCGCGCGCCCCCCTTTTTTAAAAAA

>DR_2221
CGCGCGCGCGCGCGCGCCCCCCTTTTTTCCCCCCTTTTTTGGGGGGGGGGGG
>DR_2222

CGCGCGCGCGCGCGCGGGGGGGCCCCCCGGGGGG

>DR_2223
CGCGCGCGCGCGCGCGGGGGGGCCCCCCGGGGGGCCCCCCCCCCCCCCCCCE
>DR_2224

CGCGCGCGCGCGCGCGTTTTTTCCCCCCCCCCCE

>DR_2225
CGCGCGCGCGCGCGCGTTTTTTCCCCCCTTTTTTCCCCCCAAAAAAAAAAAA
>DR_2226
CGCGCGCGCGCGCGCGTTTTTTGGGGGGTTTTTTAAAAAAAAAAAA
>DR_2227
CGCGCGCGCGCGCGCGTTTTTTGGGGGGTTTTTTGGGGGGAAAAAAAAAAAA
>DR_2228

CGCGCGCGCGCGCGCGGGGGGGTTTTTTAAAAAA

>DR_2229
CGCGCGCGCGCGCGCGGGGGGGTTTTTTGGGGGGTTTTTTGGGGGGGGGGGG
>DR_2230
CGCGCGCGCGCGCGCGAAAAAAGGGGGGAAAAAAGGGGGGGGGGG
>DR_2231

CGCGCGCGCGCGCGCGAAAAAACCCCCCCCCCCCCCCCE

>DR_2232
CGCGCGCGCGCGCGCGAAAAAACCCCCCAAAAAACCCCCCCCCCE
>DR_2233

CGCGCGCGCGCGCGCGAAAAAATTTTTAAAAAAAAAAAA



>DR_2234
CGCGCGCGCGCGCGCGAAAAAATTTTTTAAAAAATTTTTTTTTTTAAAAAAAAAAAA
>DR_2235

CGCGCGCGCGCGCGCGTTTTTTAAAAAAAAAAAAAAAAA

>DR_2236
CGCGCGCGCGCGCGCGTTTTTTAAAAAATTTTTTAAAAAAAAAAA
>DR_2237

CGCGCGCGCGCGCGCGCCCCCCAAAAAGGGGGGGGGGGG

>DR_2238
CGCGCGCGCGCGCGCGCCCCCCAAAAAACCCCCCAAAAAGGGGGG
>DR_2239

CGCGCGCGCGCGCGCGGGGGGGAAAAACCCCCCCCGCCE

>DR_2240
CGCGCGCGCGCGCGCGGGGGGGAAAAAAGGGGGGAAAAACCCCCC
>DR_2241

CGCGCGCGCGCGCGCGCCCCCCGGGGGAAAAAAAAAAAA

>DR_2242
CGCGCGCGCGCGCGCGCCCCCCGGGGGGCCCCCCGGGGGAAAAAAAAAAAA
>DR_2243

CGCGCGCGCGCGCGCGCCCCCCTTTTTAAAAAA

>DR_2244
CGCGCGCGCGCGCGCGCCCCCCTTTTTTCCCCCCTTTTTGGGGGGGGGGGG
>DR_2245

CGCGCGCGCGCGCGCGGGGGGGCCCCCGGGGGG

>DR_2246
CGCGCGCGCGCGCGCGGGGGGGCCCCCCGGGGGGCCCCCCCCCCCCCCCCCE
>DR_2247

CGCGCGCGCGCGCGCGTTTTTTCCCCCCCCCCCC

>DR_2248
CGCGCGCGCGCGCGCGTTTTTTCCCCCCTTTTTTCCCCCCAAAAAAAAAAAA
>DR_2249

CGCGCGCGCGCGCGCGTTTTTTGGGGGGAAAAAAAAAAAA

>DR_2250
CGCGCGCGCGCGCGCGTTTTTTGGGGGGTTTTTTGGGGGGAAAAAA
>DR_2251

CGCGCGCGCGCGCGCGGGGGGGTTTTTTGGGGGGGGGGGG

>DR_2252
CGCGCGCGCGCGCGCGTTTTTTAAAAAAAAAAAACCCCCCCCCCCC
>DR_2253
CGCGCGCGCGCGCGCGTTTTTTAAAAAAAAAAAAAAAAAAAAAAA
>DR_2254

CGCGCGCGCGCGCGCGAAAAAAAAAAAAAAAAAA

>DR_2255
CGCGCGCGCGCGCGCGAAAAAAAAAAAAAAAAAAAAAAAAGGGGGGGGGGGG
>DR_2256

CGCGCGCGCGCGCGCGAAAAAAGGGGGGGGGGGG

>DR_2257
CGCGCGCGCGCGCGCGAAAAAAGGGGGGAAAAAAGGGGGGCCCCCCCCGCCE
>DR_2258

CGCGCGCGCGCGCGCGAAAAAACCCCCCCCCCCE

>DR_2259
CGCGCGCGCGCGCGCGAAAAAACCCCCCAAAAAAGCCCCCAAAAAAAAAAAA
>DR_2260
CGCGCGCGCGCGCGCGAAAAAATTTTTTTTTTTTAAAAAAAAAAAA
>DR_2261
CGCGCGCGCGCGCGCGAAAAAATTTTTTAAAAAATTTTTTAAAAAAAAAAAA
>DR_2262

CGCGCGCGCGCGCGCGTTTTTTAAAAAAAAAAAA



>DR_2263
CGCGCGCGCGCGCGCGTTTTTTAAAAAATTTTTTAAAAAAGGGGGGGGGGGG
SDR_2264

CGCGCGCGCGCGCGCGCCCCCCAAAAAAGGGGGG

>DR_2265
CGCGCGCGCGCGCGCGCCCCCCAAAAAACCCCCCAAAAAACCCCCCCCCCCC
SDR_2266

CGCGCGCGCGCGCGCGGGGGGGAAAAAACCCCCC

SDR_2267
CGCGCGCGCGCGCGCGGGGGGGAAAAAAGGGGGGAAAAAAAAAAAAAAAAAA
>DR_2268
CGCGCGCGCGCGCGCGCCCCCCGGGGGGTTTTTTAAAAAAAAAAAA
SDR_2269
CGCGCGCGCGCGCGCGCCCCCCGGGRGRCCCCCCGGGGGGAAAAAAAAAAAA
>DR_2270

CGCGCGCGCGCGCGCGCCCCCCTTTTTTAAAAAA

>DR_2271
CGCGCGCGCGCGCGCGCCCCCCTTTTTTCCCCCCTTTTTTGGGGGGGGGGGE
>DR_2272

CGCGCGCGCGCGCGCGGGGGGGCCCCCCGGGRGER

>DR_2273
CGCGCGCGCGCGCGCGGGGGGGCCCCCCGRGRGGCCCCCCCCCCCCCCCCCe
>DR_2274

CGCGCGCGCGCGCGCGTTTTTTCCCCCCCCCCCC

>DR_2275
CGCGCGCGCGCGCGCGTTTTTTCCCCCCTTTTTTCCCCCCAAAAAAAAAAAA
>DR_2276
CGCGCGCGCGCGCGCGTTTTTTGGGGGGTTTTTTAAAAAAAAAAAA
>DR_2277
CGCGCGCGCGCGCGCGTTTTTTGGGGGGTTTTTTGGGGGGAAAAAAAAAAAA
>DR_2278

CGCGCGCGCGCGCGCGGGGGGGTTTTTTAAAAAA

SDR_2279
CGCGCGCGCGCGCGCGGGGGGGTTTTTTGGGGGGTTTTTTGGGGGGGGGGGE
>DR_2280
CGCGCGCGCGCGCGCGAAAAAAGGGGGGAAAAAAGGGGGGGGGGG
>DR_2281

CGCGCGCGCGCGCGCGAAAAAACCCCCCCCCCCCCCCCC

>DR_2282
CGCGCGCGCGCGCGCGAAAAAACCCCCCAAAAAACCCCCCCCCCC
>DR_2283

CGCGCGCGCGCGCGCGAAAAAATTTTTAAAAAAAAAAAA

SDR_2284
CGCGCGCGCGCGCGCGAAAAAATTTTTTAAAAAATTTTTTTTTTTAAAAAAAAAAAA
>DR_2285

CGCGCGCGCGCGCGCGTTTTTTAAAAAAAAAAAAAAAAA

>DR_2286
CGCGCGCGCGCGCGCGTTTTTTAAAAAATTTTTTAAAAAAAAAAA
>DR_2287

CGCGCGCGCGCGCGCGCCCCCCAAAAAGGGGGGGGGGGG

>DR_2288
CGCGCGCGCGCGCGCGCCCCCCAAAAAACCCCCCAAAAAGGGGGG
>DR_2289

CGCGCGCGCGCGCGCGGGGGGGAAAAACCCCCCCCCCCC

>DR_2290
CGCGCGCGCGCGCGCGGGGGGGAAAAAAGGGGGGAAAAACCCCCC
SDR_2291

CGCGCGCGCGCGCGCGCCCCCCGGGGGAAAAAAAAAAAA



>DR_2292
CGCGCGCGCGCGCGCGCCCCCCGGGGGGCCCCCCGGGGGAAAAAAAAAAAA
>DR_2293

CGCGCGCGCGCGCGCGCCCCCCTTTTTAAAAAA

>DR_2294
CGCGCGCGCGCGCGCGCCCCCCTTTTTTCCCCCCTTTTTGGGGGGGGGGGG
>DR_2295

CGCGCGCGCGCGCGCGGGGGGGCCCCCGGGGGG

>DR_2296
CGCGCGCGCGCGCGCGGGGGGGCCCCCCGGGGGGCCCCCCCCCCCCCCCCCE
>DR_2297

CGCGCGCGCGCGCGCGTTTTTTCCCCCCCCCCCE

>DR_2298
CGCGCGCGCGCGCGCGTTTTTTCCCCCCTTTTTTCCCCCCAAAAAAAAAAAA
>DR_2299

CGCGCGCGCGCGCGCGTTTTTTGGGGGGAAAAAAAAAAAA

>DR_2300
CGCGCGCGCGCGCGCGTTTTTTGGGGGGTTTTTTGGGGGGAAAAAA
>DR_2301

CGCGCGCGCGCGCGCGGGGGGGTTTTTTGGGGGGTTTTTT

>DR_2302

CGCGCGCGCGCGCGCGAAAAAAAAAAAA

>DR_2303

CGCGCGCGCGCGCGCGAAAAAA

>DR_2304

CGCGCGCGCGCGCGCGGGGGGGGGGGGG

>DR_2305

CGCGCGCGCGCGCGCGGGGGGG

>DR_2306

CGCGCGCGCGCGCGCGCCCCCCCCCCCE

>DR_2307

CGCGCGCGCGCGCGCGCCCCCC

>DR_2308

CGCGCGCGCGCGCGCGAAAAAAAAAAAAAAAAAAAAAAAA

>DR_2309

CGCGCGCGCGCGCGCGAAAAAAAAAAAAAAAAAA

>DR_2310

CGCGCGCGCGCGCGCGGGGGGGGGGGGGGGGGGGGGGGGG

>DR_2311

CGCGCGCGCGCGCGCGGGGGGGGGGGGGGGGGGG

>DR_2312

CGCGCGCGCGCGCGCGCCCCCCCCCCCCCCCCCCCCCCCt

>DR_2313

CGCGCGCGCGCGCGCGCCCCCCCCCCCCCCCCCe

>DR_2314
CGCGCGCGCGCGCGCGAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA
>DR_2315
CGCGCGCGCGCGCGCGAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA
>DR_2316
CGCGCGCGCGCGCGCGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGE
>DR_2317
CGCGCGCGCGCGCGCGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGE
>DR_2318
CGCGCGCGCGCGCGCGCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCe
>DR_2319
CGCGCGCGCGCGCGCGCCCCCCCCCCCCCCCCCCCCCCCCCecaeo
>DR_2320
CGCGCGCGCGCGCGCGAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA



>DR_2321
CGCGCGCGCGCGCGCGAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA
>DR_2322
CGCGCGCGCGCGCGCGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGG
>DR_2323
CGCGCGCGCGCGCGCGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGG
>DR_2324
CGCGCGCGCGCGCGCGCCCCCCCCCCCCCCCCECCCCCCCCCCCCCCCCCCCCCCCCCCCCCCT
>DR_2325
CGCGCGCGCGCGCGCGCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCt
>DR_2326

CGCGCGCGCGCGCGCGGGGGGGTTTTTTGGGGGGTTTTT

>DR_2327

CGCGCGCGCGCGCGCGAAAAAAAAAAA

>DR_2328

CGCGCGCGCGCGCGCGAAAAA

>DR_2329

CGCGCGCGCGCGCGCGGGGGGGGGGG

>DR_2330

CGCGCGCGCGCGCGCGGGGGG

>DR_2331

CGCGCGCGCGCGCGCGCCCCCCCCCCC

>DR_2332

CGCGCGCGCGCGCGCGCCCCE

>DR_2333

CGCGCGCGCGCGCGCGAAAAAAAAAAAAAAAAAAAAAAA

>DR_2334

CGCGCGCGCGCGCGCGAAAAAAAAAAAAAAAAA

>DR_2335

CGCGCGCGCGCGCGCGGGGGGGGGGGGGGGGGGGGGGGE

>DR_2336

CGCGCGCGCGCGCGCGGGGGGGGGGGGGGGGGG

>DR_2337

CGCGCGCGCGCGCGCGCCCCCCCCCCCCCCCCCCCCCCe

>DR_2338

CGCGCGCGCGCGCGCGCCCCCCCCCCCCCCCCt

>DR_2339
CGCGCGCGCGCGCGCGAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA
>DR_2340

CGCGCGCGCGCGCGCGAAAAAAAAAAAAAAAAAAAAAAAAAAAAA

>DR_2341
CGCGCGCGCGCGCGCGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGG
>DR_2342

CGCGCGCGCGCGCGCGGGGGGGGGGGGGGGGGGGGGGGGGGGGGG

>DR_2343
CGCGCGCGCGCGCGCGCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCt
>DR_2344

CGCGCGCGCGCGCGCGCCCCCCCCCCCCCCCCCCCCCCCCCCCCe

>DR_2345
CGCGCGCGCGCGCGCGAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA
>DR_2346
CGCGCGCGCGCGCGCGAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA
>DR_2347
CGCGCGCGCGCGCGCGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGE
>DR_2348
CGCGCGCGCGCGCGCGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGE
>DR_2349
CGCGCGCGCGCGCGCGCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCt



>DR_2350
CGCGCGCGCGCGCGCGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGG
>DR_2351
CGCGCGCGCGCGCGCGCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCe
>DR_2352

CGCGCGCGCGCGCGCGAAAAAAAAAAAA

>DR_2353

CGCGCGCGCGCGCGCGAAAAAA

>DR_2354

CGCGCGCGCGCGCGCGGGGGGGGGGGGG

>DR_2355

CGCGCGCGCGCGCGCGGGGGGG

>DR_2356

CGCGCGCGCGCGCGCGCCCCCCCCCCCE

>DR_2357

CGCGCGCGCGCGCGCGCCCCCo

>DR_2358

CGCGCGCGCGCGCGCGAAAAAAAAAAAAAAAAAAAAAAAA

>DR_2359

CGCGCGCGCGCGCGCGAAAAAAAAAAAAAAAAAA

>DR_2360

CGCGCGCGCGCGCGCGGGGGGGGGGGGGGGGGGGGGGGGG

>DR_2361

CGCGCGCGCGCGCGCGGGGGGGGGGGGGGGGGGG

>DR_2362

CGCGCGCGCGCGCGCGCCCCCCCCCCCCCCCCCCCCCCCt

>DR_2363

CGCGCGCGCGCGCGCGCCCCCCCCCCCCCCCCCe

>DR_2364
CGCGCGCGCGCGCGCGAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA
>DR_2365

CGCGCGCGCGCGCGCGAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA

>DR_2366
CGCGCGCGCGCGCGCGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGE
>DR_2367

CGCGCGCGCGCGCGCGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGE

>DR_2368
CGCGCGCGCGCGCGCGCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCE
>DR_2369

CGCGCGCGCGCGCGCGCCCCCCCCCCCCCCCCCCCCCCCCCecaeo

>DR_2370
CGCGCGCGCGCGCGCGAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA
>DR_2371
CGCGCGCGCGCGCGCGAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA
>DR_2372
CGCGCGCGCGCGCGCGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGG
>DR_2373
CGCGCGCGCGCGCGCGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGG
>DR_2374
CGCGCGCGCGCGCGCGCCCCCCCCCCCCCCCCECCCCCCCCCCCCCCCCCCCCCCCCCCCCCCt
>DR_2375
CGCGCGCGCGCGCGCGCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCt
>DR_2376

CGCGCGCGCGCGCGCGGGGGGGTTTTTTGGGGGGTTTTT

>DR_2377

CGCGCGCGCGCGCGCGAAAAAAAAAAA

>DR_2378

CGCGCGCGCGCGCGCGAAAAA



>DR_2379

CGCGCGCGCGCGCGCGGGGGGGGGGG

>DR_2380

CGCGCGCGCGCGCGCGGGGGG

>DR_2381

CGCGCGCGCGCGCGCGCCCCCCCCCCC

>DR_2382

CGCGCGCGCGCGCGCGCCCCE

>DR_2383

CGCGCGCGCGCGCGCGAAAAAAAAAAAAAAAAAAAAAAA

>DR_2384

CGCGCGCGCGCGCGCGAAAAAAAAAAAAAAAAA

>DR_2385

CGCGCGCGCGCGCGCGGGGGGGGGGGGGGGGGGGGGGGE

>DR_2386

CGCGCGCGCGCGCGCGGGGGGGGGGGGGGGGGG

>DR_2387

CGCGCGCGCGCGCGCGCCCCCCCCCCCCCCCCCCCCCCe

>DR_2388

CGCGCGCGCGCGCGCGCCCCCCCCCCCCCCCCt

>DR_2389
CGCGCGCGCGCGCGCGAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA
>DR_2390

CGCGCGCGCGCGCGCGAAAAAAAAAAAAAAAAAAAAAAAAAAAAA

>DR_2391
CGCGCGCGCGCGCGCGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGG
>DR_2392

CGCGCGCGCGCGCGCGGGGGGGGGGGGGGGGGGGGGGGGGGGGGG

>DR_2393
CGCGCGCGCGCGCGCGCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCt
>DR_2394

CGCGCGCGCGCGCGCGCCCCCCCCCCCCCCCCECCCCCCCCCCCe

>DR_2395
CGCGCGCGCGCGCGCGAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA
>DR_2396
CGCGCGCGCGCGCGCGAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA
>DR_2397
CGCGCGCGCGCGCGCGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGE
>DR_2398
CGCGCGCGCGCGCGCGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGE
>DR_2399
CGCGCGCGCGCGCGCGCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCE
>DR_2400
CGCGCGCGCGCGCGCGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGG
>DR_2401

TCTCTCTCTCTCTCTCAAAAAAAAAAAA

>DR_2402

TCTCTCTCTCTCTCTCTTTTTTAAAAAAAAAAAA

>DR_2403

TCTCTCTCTCTCTCTCTTTTTTAAAAAAAAAAA

>DR_2404

TCTCTCTCTCTCTCTCAAAAAAAAAAAA

>DR_2405

TCTCTCTCTCTCTCTCAAAAAAAAAAAAAAAAAAAAAAAA

>DR_2406

TCTCTCTCTCTCTCTCAAAAAAGGGGGG

>DR_2407

TCTCTCTCTCTCTCTCAAAAAAGGGGGGAAAAAAGGGGGG



>DR_2408

TCTCTCTCTCTCTCTCAAAAAACCCCCC

>DR_2409
TCTCTCTCTCTCTCTCAAAAAACCCCCCAAAAAACCCCCC
>DR_2410

TCTCTCTCTCTCTCTCAAAAAATTTTTT

>DR_2411
TCTCTCTCTCTCTCTCAAAAAATTTTTTAAAAAATTTTTT
>DR_2412

TCTCTCTCTCTCTCTCTTTTTTAAAAAA

>DR_2413
TCTCTCTCTCTCTCTCTTTTTTAAAAAATTTTTTAAAAAA
>DR_2414

TCTCTCTCTCTCTCTCCCCCCCAAAAAA

>DR_2415
TCTCTCTCTCTCTCTCCCCCCCAAAAAACCCCCCAAAAAA
>DR_2416

TCTCTCTCTCTCTCTCGGGGGGAAAAAA

>DR_2417
TCTCTCTCTCTCTCTCGGGGGGAAAAAAGGGGGGAAAAAA
>DR_2418

TCTCTCTCTCTCTCTCCCCCCCGGGGGG

>DR_2419
TCTCTCTCTCTCTCTCCCCCCCGGGGGGCCCCCCGGGGGG
>DR_2420

TCTCTCTCTCTCTCTCCCCCCCTTTTTT

>DR_2421
TCTCTCTCTCTCTCTCCCCCCCTTTTTTCCCCCCTTTTTT
>DR_2422

TCTCTCTCTCTCTCTCGGGGGGCCCCCC

>DR_2423
TCTCTCTCTCTCTCTCGGGGGGCCCCCCGGGGGGCCCCCC
>DR_2424

TCTCTCTCTCTCTCTCTTTTTTCCCCCC

>DR_2425
TCTCTCTCTCTCTCTCTTTTTTCCCCCCTTTTTTCCCCCC
>DR_2426

TCTCTCTCTCTCTCTCTTTTTTGGGGGG

>DR_2427
TCTCTCTCTCTCTCTCTTTTTTGGGGGGTTTTTTGGGGGG
>DR_2428

TCTCTCTCTCTCTCTCGGGGGGTTTTTT

>DR_2429
TCTCTCTCTCTCTCTCGGGGGGTTTTTTGGGGGGTTTTTT
>DR_2430
TCTCTCTCTCTCTCTCAAAAAAGGGGGGAAAAAAGGGGG
>DR_2431

TCTCTCTCTCTCTCTCAAAAAACCCCC

>DR_2432
TCTCTCTCTCTCTCTCAAAAAACCCCCCAAAAAACCCCC
>DR_2433

TCTCTCTCTCTCTCTCAAAAAATTTTT

>DR_2434
TCTCTCTCTCTCTCTCAAAAAATTTTTTAAAAAATTTTT
>DR_2435

TCTCTCTCTCTCTCTCTTTTTTAAAAA

>DR_2436
TCTCTCTCTCTCTCTCTTTTTTAAAAAATTTTTTAAAAA



>DR_2437

TCTCTCTCTCTCTCTCCCCCCCAAAAA

>DR_2438
TCTCTCTCTCTCTCTCCCCCCCAAAAAACCCCCCAAAAA
>DR_2439

TCTCTCTCTCTCTCTCGGGGGGAAAAA

>DR_2440
TCTCTCTCTCTCTCTCGGGGGGAAAAAAGGGGGGAAAAA
>DR_2441

TCTCTCTCTCTCTCTCCCCCCCGGGGG

>DR_2442
TCTCTCTCTCTCTCTCCCCCCCGGGGGGCCCCCCGGGGE
>DR_2443

TCTCTCTCTCTCTCTCCCCCCCTTTTT

>DR_2444
TCTCTCTCTCTCTCTCCCCCCCTTTTTTCCCCCCTTTTT
>DR_2445

TCTCTCTCTCTCTCTCGGGGGGCCCCC

SDR_2446
TCTCTCTCTCTCTCTCGGGGGGCCCCCCGGGRGGCCCCCT
SDR_2447

TCTCTCTCTCTCTCTCTTTTTTCCCCCC

>DR_2448
TCTCTCTCTCTCTCTCTTTTTTCCCCCCTTTTTTCCCCCC
SDR_2449

TCTCTCTCTCTCTCTCTTTTTTGGGGGG

>DR_2450
TCTCTCTCTCTCTCTCTTTTTTGGGGGGTTTTTTGGGGGG
SDR_2451

TCTCTCTCTCTCTCTCGGGGGGTTTTTT

SDR_2452
TCTCTCTCTCTCTCTCTTTTTTAAAAAAAAAAAA
>DR_2453
TCTCTCTCTCTCTCTCTTTTTTAAAAAAAAAAA
SDR_2454

TCTCTCTCTCTCTCTCAAAAAAAAAAAA

>DR_2455
TCTCTCTCTCTCTCTCAAAAAAAAAAAAAAAAAAAAAAAA
SDR_2456

TCTCTCTCTCTCTCTCAAAAAAGGGGGG

>DR_2457
TCTCTCTCTCTCTCTCAAAAAAGGGGGGAAAAAAGGGGGG
>DR_2458

TCTCTCTCTCTCTCTCAAAAAACCCCCC

SDR_2459
TCTCTCTCTCTCTCTCAAAAAACCCCCCAAAAAACCCCCG
SDR_2460

TCTCTCTCTCTCTCTCAAAAAATTTTTT

SDR_2461
TCTCTCTCTCTCTCTCAAAAAATTTTTTAAAAAATTTTTT
SDR_2462

TCTCTCTCTCTCTCTCTTTTTTAAAAAA

SDR_2463
TCTCTCTCTCTCTCTCTTTTTTAAAAAATTTTTTAAAAAA
SDR_2464

TCTCTCTCTCTCTCTCCCCCCCAAAAAA

SDR_2465
TCTCTCTCTCTCTCTCCCCCCCAAAAAACCCCCCAAAAAA



SDR_2466

TCTCTCTCTCTCTCTCGGGGGGAAAAAA

SDR_2467
TCTCTCTCTCTCTCTCGGGGGGAAAAAAGGGGGGAAAAAA
>DR_2468

TCTCTCTCTCTCTCTCCCCCCCGGGGGG

SDR_2469
TCTCTCTCTCTCTCTCCCCCCCGGGGGGCCCCCCGGGGGE
>DR_2470

TCTCTCTCTCTCTCTCCCCCCCTTTTTT

>DR_2471
TCTCTCTCTCTCTCTCCCCCCCTTTTTTCCCCCCTTTTTT
>DR_2472

TCTCTCTCTCTCTCTCGGGGGGCCCCCC

>DR_2473
TCTCTCTCTCTCTCTCGGGGGGCCCCCCGGGRGRCCCCCC
>DR_2474

TCTCTCTCTCTCTCTCTTTTTTCCCCCC

>DR_2475
TCTCTCTCTCTCTCTCTTTTTTCCCCCCTTTTTTCCCCCC
SDR_2476

TCTCTCTCTCTCTCTCTTTTTTGGGGGG

>DR_2477
TCTCTCTCTCTCTCTCTTTTTTGGGGGGTTTTTTGGGGGG
>DR_2478

TCTCTCTCTCTCTCTCGGGGGGTTTTTT

SDR_2479
TCTCTCTCTCTCTCTCGGGGGGTTTTTTGGGGGGTTTTTT
>DR_2480
TCTCTCTCTCTCTCTCAAAAAAGGGGGGAAAAAAGGGGG
SDR_2481

TCTCTCTCTCTCTCTCAAAAAACCCCC

SDR_2482
TCTCTCTCTCTCTCTCAAAAAACCCCCCAAAAAACCCCC
>DR_2483

TCTCTCTCTCTCTCTCAAAAAATTTTT

SDR_2484
TCTCTCTCTCTCTCTCAAAAAATTTTTTAAAAAATTTTT
>DR_2485

TCTCTCTCTCTCTCTCTTTTTTAAAAA

SDR_2486
TCTCTCTCTCTCTCTCTTTTTTAAAAAATTTTTTAAAAA
>DR_2487

TCTCTCTCTCTCTCTCCCCCCCAAAAA

>DR_2488
TCTCTCTCTCTCTCTCCCCCCCAAAAAACCCCCCAAAAA
>DR_2489

TCTCTCTCTCTCTCTCGGGGGGAAAAA

>DR_2490
TCTCTCTCTCTCTCTCGGGGGGAAAAAAGGGGGGAAAAA
SDR_2491

TCTCTCTCTCTCTCTCCCCCCCGGGGG

SDR_2492
TCTCTCTCTCTCTCTCCCCCCCGGGGGGCCCCCCGGGGE
>DR_2493

TCTCTCTCTCTCTCTCCCCCCCTTTTT

SDR_2494
TCTCTCTCTCTCTCTCCCCCCCTTTTTTCCCCCCTTTTT



>DR_2495

TCTCTCTCTCTCTCTCGGGGGGCCCCC

SDR_2496

TCTCTCTCTCTCTCTCGGGGGGCCCCCCGRGRGGCCCCCC

>DR_2497

TCTCTCTCTCTCTCTCTTTTTTCCCCCC

>DR_2498

TCTCTCTCTCTCTCTCTTTTTTCCCCCCTTTTTTCCCCCC

SDR_2499

TCTCTCTCTCTCTCTCTTTTTTGGGGGG

>DR_2500

TCTCTCTCTCTCTCTCTTTTTTGGGGGGTTTTTTGGGGGG

>DR_2501

TCTCTCTCTCTCTCTCGGGGGGTTTTTT

>DR_2502
TCTCTCTCTCTCTCTCTTTTTTAAAAAAAAAAAACCCCCCCCCCCC
>DR_2503
TCTCTCTCTCTCTCTCTTTTTTAAAAAAAAAAAAAAAAAAAAAAA
SDR_2504

TCTCTCTCTCTCTCTCAAAAAAAAAAAAAAAAAA

>DR_2505
TCTCTCTCTCTCTCTCAAAAAAAAAAAAAAAAAAAAAAAAGGGGGGGGGGGG
>DR_2506

TCTCTCTCTCTCTCTCAAAAAAGGGGGGGGGGGG

>DR_2507
TCTCTCTCTCTCTCTCAAAAAAGGGGGGAAAAAAGGGGGGCCCCCCCCCCCC
>DR_2508

TCTCTCTCTCTCTCTCAAAAAACCCCCCCCCCCC

>DR_2509
TCTCTCTCTCTCTCTCAAAAAACCCCCCAAAAAACCCCCCAAAAAAAAAAAA
>DR_2510
TCTCTCTCTCTCTCTCAAAAAATTTTTTTTTTTTAAAAAAAAAAAA
>DR_2511
TCTCTCTCTCTCTCTCAAAAAATTTTTTAAAAAATTTTTTAAAAAAAAAAAA
>DR_2512

TCTCTCTCTCTCTCTCTTTTTTAAAAAAAAAAAA

>DR_2513
TCTCTCTCTCTCTCTCTTTTTTAAAAAATTTTTTAAAAAAGGGGGGGGGGGG
SDR_2514

TCTCTCTCTCTCTCTCCCCCCCAAAAAAGGGGGG

>DR_2515
TCTCTCTCTCTCTCTCCCCCCCAAAAAACCCCCCAAAAAACCCCCCCCCCCC
>DR_2516

TCTCTCTCTCTCTCTCGGGGGGAAAAAACCCCCC

>DR_2517
TCTCTCTCTCTCTCTCGGGGGGAAAAAAGGGGGGAAAAAAAAAAAAAAAAAA
>DR_2518
TCTCTCTCTCTCTCTCCCCCCCGGGGGGTTTTTTAAAAAAAAAAAA
>DR_2519
TCTCTCTCTCTCTCTCCCCCCCGGGGGRCCCCCCGGGGGGAAAAAAAAAAAA
>DR_2520

TCTCTCTCTCTCTCTCCCCCCCTTTTTTAAAAAA

SDR_2521
TCTCTCTCTCTCTCTCCCCCCCTTTTTTCCCCCCTTTTTTGGGGGGGGGGGE
>DR_2522

TCTCTCTCTCTCTCTCGGGGGGCCCCCCGGGRGR

>DR_2523
TCTCTCTCTCTCTCTCGGGGGGCCCCCCGRGGGGCCCCCCCCCCCCCCCCCE



SDR_2524

TCTCTCTCTCTCTCTCTTTTTTCCCCCCCCCCCC

>DR_2525
TCTCTCTCTCTCTCTCTTTTTTCCCCCCTTTTTTCCCCCCAAAAAAAAAAAA
SDR_2526
TCTCTCTCTCTCTCTCTTTTTTGGGGGGTTTTTTAAAAAAAAAAAA
>DR_2527
TCTCTCTCTCTCTCTCTTTTTTGGGGGGTTTTTTGGGGGGAAAAAAAAAAAA
>DR_2528

TCTCTCTCTCTCTCTCGGGGGGTTTTTTAAAAAA

>DR_2529
TCTCTCTCTCTCTCTCGGGGGGTTTTTTGGGGGGTTTTTTGGGGGGGGGGGG
>DR_2530
TCTCTCTCTCTCTCTCAAAAAAGGGGGGAAAAAAGGGGGGGGGGG
>DR_2531

TCTCTCTCTCTCTCTCAAAAAACCCCCCCCCCCCCCCCC

>DR_2532
TCTCTCTCTCTCTCTCAAAAAACCCCCCAAAAAACCCCCCCCCCC
>DR_2533

TCTCTCTCTCTCTCTCAAAAAATTTTTAAAAAAAAAAAA

SDR_2534
TCTCTCTCTCTCTCTCAAAAAATTTTTTAAAAAATTTTTTTTTTTAAAAAAAAAAAA
>DR_2535

TCTCTCTCTCTCTCTCTTTTTTAAAAAAAAAAAAAAAAA

>DR_2536
TCTCTCTCTCTCTCTCTTTTTTAAAAAATTTTTTAAAAAAAAAAA
>DR_2537

TCTCTCTCTCTCTCTCCCCCCCAAAAAGGGGGGGGGGGG

>DR_2538
TCTCTCTCTCTCTCTCCCCCCCAAAAAACCCCCCAAAAAGGGGGG
>DR_2539

TCTCTCTCTCTCTCTCGGGGGGAAAAACCCCCCCCCCCC

>DR_2540
TCTCTCTCTCTCTCTCGGGGGGAAAAAAGGGGGGAAAAACCCCCC
SDR_2541

TCTCTCTCTCTCTCTCCCCCCCGGGGGAAAAAAAAAAAA

SDR_2542
TCTCTCTCTCTCTCTCCCCCCCGGGGGGCCCCCCGRGGGAAAAAAAAAAAA
>DR_2543

TCTCTCTCTCTCTCTCCCCCCCTTTTTAAAAAA

SDR_2544
TCTCTCTCTCTCTCTCCCCCCCTTTTTTCCCCCCTTTTTGGGGGGGGGGGE
>DR_2545

TCTCTCTCTCTCTCTCGGGGGGCCCCCGGGGGE

SDR_2546
TCTCTCTCTCTCTCTCGGGGGGCCCCCCGRGGGGCCCCCCCCCCCCCCCCCe
>DR_2547

TCTCTCTCTCTCTCTCTTTTTTCCCCCCCCCCCC

>DR_2548
TCTCTCTCTCTCTCTCTTTTTTCCCCCCTTTTTTCCCCCCAAAAAAAAAAAA
>DR_2549

TCTCTCTCTCTCTCTCTTTTTTGGGGGGAAAAAAAAAAAA

>DR_2550
TCTCTCTCTCTCTCTCTTTTTTGGGGGGTTTTTTGGGGGGAAAAAA
>DR_2551

TCTCTCTCTCTCTCTCGGGGGGTTTTTTGGGGGGGGGGGE

>DR_2552
TCTCTCTCTCTCTCTCTTTTTTAAAAAAAAAAAACCCCCCCCCCCC



>DR_2553
TCTCTCTCTCTCTCTCTTTTTTAAAAAAAAAAAAAAAAAAAAAAA
SDR_2554

TCTCTCTCTCTCTCTCAAAAAAAAAAAAAAAAAA

>DR_2555
TCTCTCTCTCTCTCTCAAAAAAAAAAAAAAAAAAAAAAAAGGGGGGGGGGGG
>DR_2556

TCTCTCTCTCTCTCTCAAAAAAGGGGGGGGGGGG

>DR_2557
TCTCTCTCTCTCTCTCAAAAAAGGGGGGAAAAAAGGGGGGCCCCCCCCCCCC
>DR_2558

TCTCTCTCTCTCTCTCAAAAAACCCCCCCCCCCC

>DR_2559
TCTCTCTCTCTCTCTCAAAAAACCCCCCAAAAAACCCCCCAAAAAAAAAAAA
>DR_2560
TCTCTCTCTCTCTCTCAAAAAATTTTTTTTTTTTAAAAAAAAAAAA
SDR_2561
TCTCTCTCTCTCTCTCAAAAAATTTTTTAAAAAATTTTTTAAAAAAAAAAAA
>DR_2562

TCTCTCTCTCTCTCTCTTTTTTAAAAAAAAAAAA

>DR_2563
TCTCTCTCTCTCTCTCTTTTTTAAAAAATTTTTTAAAAAAGGGGGGGGGGGG
SDR_2564

TCTCTCTCTCTCTCTCCCCCCCAAAAAAGGGGGG

>DR_2565
TCTCTCTCTCTCTCTCCCCCCCAAAAAACCCCCCAAAAAACCCCCCCCCCCC
>DR_2566

TCTCTCTCTCTCTCTCGGGGGGAAAAAACCCCCC

>DR_2567
TCTCTCTCTCTCTCTCGGGGGGAAAAAAGGGGGGAAAAAAAAAAAAAAAAAA
>DR_2568
TCTCTCTCTCTCTCTCCCCCCCGGGGGGTTTTTTAAAAAAAAAAAA
>DR_2569
TCTCTCTCTCTCTCTCCCCCCCGGGGGGCCCCCCGGGGGGAAAAAAAAAAAA
>DR_2570

TCTCTCTCTCTCTCTCCCCCCCTTTTTTAAAAAA

>DR_2571
TCTCTCTCTCTCTCTCCCCCCCTTTTTTCCCCCCTTTTTTGGGGGGGGGGGE
>DR_2572

TCTCTCTCTCTCTCTCGGGGGGCCCCCCGGGRGR

>DR_2573
TCTCTCTCTCTCTCTCGGGGGGCCCCCCGGGGGGCCCCCCCCCCCCCCCCCE
SDR_2574

TCTCTCTCTCTCTCTCTTTTTTCCCCCCCCCCCC

>DR_2575
TCTCTCTCTCTCTCTCTTTTTTCCCCCCTTTTTTCCCCCCAAAAAAAAAAAA
>DR_2576
TCTCTCTCTCTCTCTCTTTTTTGGGGGGTTTTTTAAAAAAAAAAAA
>DR_2577
TCTCTCTCTCTCTCTCTTTTTTGGGGGGTTTTTTGGGGGGAAAAAAAAAAAA
>DR_2578

TCTCTCTCTCTCTCTCGGGGGGTTTTTTAAAAAA

>DR_2579
TCTCTCTCTCTCTCTCGGGGGGTTTTTTGGGGGGTTTTTTGGGGGGGGGGGG
>DR_2580
TCTCTCTCTCTCTCTCAAAAAAGGGGGGAAAAAAGGGGGGGGGGG
>DR_2581

TCTCTCTCTCTCTCTCAAAAAACCCCCCCCCCCCCCCCC



>DR_2582
TCTCTCTCTCTCTCTCAAAAAACCCCCCAAAAAACCCCCCCCCCC
>DR_2583
TCTCTCTCTCTCTCTCAAAAAATTTTTAAAAAAAAAAAA
>DR_2584
TCTCTCTCTCTCTCTCAAAAAATTTTTTAAAAAATTTTTTTTTTTAAAAAAAAAAAA
>DR_2585
TCTCTCTCTCTCTCTCTTTTTTAAAAAAAAAAAAAAAAA
>DR_2586
TCTCTCTCTCTCTCTCTTTTTTAAAAAATTTTTTAAAAAAAAAAA
>DR_2587
TCTCTCTCTCTCTCTCCCCCCCAAAAAGGGGGGGGGGGG
>DR_2588
TCTCTCTCTCTCTCTCCCCCCCAAAAAACCCCCCAAAAAGGGGGG
>DR_2589
TCTCTCTCTCTCTCTCGGGGGGAAAAACCCCCCCCCGCCC
>DR_2590
TCTCTCTCTCTCTCTCGGGGGGAAAAAAGGGGGGAAAAACCCCCC
>DR_2591
TCTCTCTCTCTCTCTCCCCCCCGGGGGAAAAAAAAAAAA
>DR_2592
TCTCTCTCTCTCTCTCCCCCCCGGGGGGCCCCCCGGGGGAAAAAAAAAAAA
>DR_2593

TCTCTCTCTCTCTCTCCCCCCCTTTTTAAAAAA

>DR_2594
TCTCTCTCTCTCTCTCCCCCCCTTTTTTCCCCCCTTTTTGGGGGGGGGGGG
>DR_2595

TCTCTCTCTCTCTCTCGGGGGGCCCCCGGGGGG

>DR_2596
TCTCTCTCTCTCTCTCGGGGGGCCCCCCGGGGGGCCCCCCCCCCCCCCCCCE
>DR_2597

TCTCTCTCTCTCTCTCTTTTTTCCCCCCCCCCCC

>DR_2598
TCTCTCTCTCTCTCTCTTTTTTCCCCCCTTTTTTCCCCCCAAAAAAAAAAAA
>DR_2599
TCTCTCTCTCTCTCTCTTTTTTGGGGGGAAAAAAAAAAAA
>DR_2600
TCTCTCTCTCTCTCTCTTTTTTGGGGGGTTTTTTGGGGGGAAAAAA
>DR_2601
TCTCTCTCTCTCTCTCGGGGGGTTTTTTGGGGGGTTTTTT
>DR_2602

TCTCTCTCTCTCTCTCAAAAAAAAAAAA

>DR_2603

TCTCTCTCTCTCTCTCAAAAAA

>DR_2604

TCTCTCTCTCTCTCTCGGGGGGGGGGGG

>DR_2605

TCTCTCTCTCTCTCTCGGGGGG

>DR_2606

TCTCTCTCTCTCTCTCCCCCCCCCCCCE

>DR_2607

TCTCTCTCTCTCTCTCCCCCCC

>DR_2608
TCTCTCTCTCTCTCTCAAAAAAAAAAAAAAAAAAAAAAAA
>DR_2609

TCTCTCTCTCTCTCTCAAAAAAAAAAAAAAAAAA

>DR_2610
TCTCTCTCTCTCTCTCGGGGGGGGGGGGGGGGGGGGGGGG



>DR_2611

TCTCTCTCTCTCTCTCGGGGGGGGGGGGGGGGGG

>DR_2612

TCTCTCTCTCTCTCTCCCCCCCCCCCCCCCCCCCCCCCCT

>DR_2613

TCTCTCTCTCTCTCTCCCCCCCCCCCCCCCCCCE

>DR_2614
TCTCTCTCTCTCTCTCAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA
>DR_2615

TCTCTCTCTCTCTCTCAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA

>DR_2616
TCTCTCTCTCTCTCTCGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGG
>DR_2617

TCTCTCTCTCTCTCTCGGGGGGGGGGGGGGGGGGGGGGGGGGGGGG

>DR_2618
TCTCTCTCTCTCTCTCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCE
>DR_2619

TCTCTCTCTCTCTCTCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCC

>DR_2620
TCTCTCTCTCTCTCTCAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA
>DR_2621
TCTCTCTCTCTCTCTCAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA
>DR_2622
TCTCTCTCTCTCTCTCGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGG
>DR_2623
TCTCTCTCTCTCTCTCGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGG
>DR_2624
TCTCTCTCTCTCTCTCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCT
>DR_2625
TCTCTCTCTCTCTCTCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCE
>DR_2626

TCTCTCTCTCTCTCTCGGGGGGTTTTTTGGGGGGTTTTT

>DR_2627

TCTCTCTCTCTCTCTCAAAAAAAAAAA

>DR_2628

TCTCTCTCTCTCTCTCAAAAA

>DR_2629

TCTCTCTCTCTCTCTCGGGGGGGGGG

>DR_2630

TCTCTCTCTCTCTCTCGGGGG

>DR_2631

TCTCTCTCTCTCTCTCCCCCCCCCCCC

>DR_2632

TCTCTCTCTCTCTCTCCCCCC

>DR_2633

TCTCTCTCTCTCTCTCAAAAAAAAAAAAAAAAAAAAAAA

>DR_2634

TCTCTCTCTCTCTCTCAAAAAAAAAAAAAAAAA

>DR_2635

TCTCTCTCTCTCTCTCGGGGGGGGGGGGGGGGGGGGGGG

>DR_2636

TCTCTCTCTCTCTCTCGGGGGGGGGGGGGGGGG

>DR_2637

TCTCTCTCTCTCTCTCCCCCCCCCCCCCCCCCCCCCCCE

>DR_2638

TCTCTCTCTCTCTCTCCCCCCCCCCCCCCCCCC

>DR_2639
TCTCTCTCTCTCTCTCAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA



>DR_2640

TCTCTCTCTCTCTCTCAAAAAAAAAAAAAAAAAAAAAAAAAAAAA

>DR_2641
TCTCTCTCTCTCTCTCGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGG
>DR_2642

TCTCTCTCTCTCTCTCGGGGGGGGGGGGGGGGGGGGGGGGGGGGG

>DR_2643
TCTCTCTCTCTCTCTCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCE
>DR_2644

TCTCTCTCTCTCTCTCCCCCCCCCCCCCCCCCCCCCCCCCCCCCE

>DR_2645
TCTCTCTCTCTCTCTCAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA
>DR_2646
TCTCTCTCTCTCTCTCAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA
>DR_2647
TCTCTCTCTCTCTCTCGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGE
>DR_2648
TCTCTCTCTCTCTCTCGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGE
>DR_2649
TCTCTCTCTCTCTCTCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCE
>DR_2650
TCTCTCTCTCTCTCTCGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGG
>DR_2651
TCTCTCTCTCTCTCTCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCE
>DR_2652

TCTCTCTCTCTCTCTCAAAAAAAAAAAA

>DR_2653

TCTCTCTCTCTCTCTCAAAAAA

>DR_2654

TCTCTCTCTCTCTCTCGGGGGGGGGGGG

>DR_2655

TCTCTCTCTCTCTCTCGGGGGG

>DR_2656

TCTCTCTCTCTCTCTCCCCCCCCCCCCE

>DR_2657

TCTCTCTCTCTCTCTCCCCCCC

>DR_2658

TCTCTCTCTCTCTCTCAAAAAAAAAAAAAAAAAAAAAAAA

>DR_2659

TCTCTCTCTCTCTCTCAAAAAAAAAAAAAAAAAA

>DR_2660

TCTCTCTCTCTCTCTCGGGGGGGGGGGGGGGGGGGGGGGG

>DR_2661

TCTCTCTCTCTCTCTCGGGGGGGGGGGGGGGGGG

>DR_2662

TCTCTCTCTCTCTCTCCCCCCCCCCCCCCCCCCCCCCCCT

>DR_2663

TCTCTCTCTCTCTCTCCCCCCCCCCCCCCCCCCE

>DR_2664
TCTCTCTCTCTCTCTCAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA
>DR_2665

TCTCTCTCTCTCTCTCAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA

>DR_2666
TCTCTCTCTCTCTCTCGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGG
>DR_2667

TCTCTCTCTCTCTCTCGGGGGGGGGGGGGGGGGGGGGGGGGGGGGE

>DR_2668
TCTCTCTCTCTCTCTCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCE



>DR_2669

TCTCTCTCTCTCTCTCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCC

>DR_2670
TCTCTCTCTCTCTCTCAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA
>DR_2671
TCTCTCTCTCTCTCTCAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA
>DR_2672
TCTCTCTCTCTCTCTCGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGG
>DR_2673
TCTCTCTCTCTCTCTCGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGG
>DR_2674
TCTCTCTCTCTCTCTCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCT
>DR_2675
TCTCTCTCTCTCTCTCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCE
>DR_2676

TCTCTCTCTCTCTCTCGGGGGGTTTTTTGGGGGGTTTTT

>DR_2677

TCTCTCTCGTCTCTCTCAAAAAAAAAAA

>DR_2678

TCTCTCTCTCTCTCTCAAAAA

>DR_2679

TCTCTCTCTCTCTCTCGGGGGGGGGG

>DR_2680

TCTCTCTCTCTCTCTCGGGGG

>DR_2681

TCTCTCTCTCTCTCTCCCCCCCCCCCC

>DR_2682

TCTCTCTCTCTCTCTCCCCCC

>DR_2683

TCTCTCTCTCTCTCTCAAAAAAAAAAAAAAAAAAAAAAA

>DR_2684

TCTCTCTCTCTCTCTCAAAAAAAAAAAAAAAAA

>DR_2685

TCTCTCTCTCTCTCTCGGGGGGGGGGGGGGGGGGGGGGG

>DR_2686

TCTCTCTCTCTCTCTCGGGGGGGGGGGGGGGGG

>DR_2687

TCTCTCTCTCTCTCTCCCCCCCCCCCCCCCCCCCCCCCE

>DR_2688

TCTCTCTCTCTCTCTCCCCCCCCCCCCCCCCCC

>DR_2689
TCTCTCTCTCTCTCTCAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA
>DR_2690

TCTCTCTCTCTCTCTCAAAAAAAAAAAAAAAAAAAAAAAAAAAAA

>DR_2691
TCTCTCTCTCTCTCTCGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGG
>DR_2692

TCTCTCTCTCTCTCTCGGGGGGGGGGGGGGGGGGGGGGGGGGGGG

>DR_2693
TCTCTCTCTCTCTCTCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCE
>DR_2694

TCTCTCTCTCTCTCTCCCCCCCCCCCCCCCCCCCCCCCCCCCCCE

>DR_2695
TCTCTCTCTCTCTCTCAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA
>DR_2696
TCTCTCTCTCTCTCTCAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA
>DR_2697
TCTCTCTCTCTCTCTCGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGE



>DR_2698
TCTCTCTCTCTCTCTCGGGGGGGGGGGGGEGEGEGGGGEGGGGGGGGGGGGGAGREG
SDR_2699
TCTCTCTCTCTCTCTCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCT
>DR_2700
TCTCTCTCTCTCTCTCGGGGGGGGGGGEGAGGGGGGGGGGGGGGEGAGAGRGGEGE
SDR_2701

ACACACACACACACACAAAAAAAAAAAA

>DR_2702
ACACACACACACACACTTTTTTAAAAAAAAAAAA
>DR_2703
ACACACACACACACACTTTTTTAAAAAAAAAAA
>DR_2704

ACACACACACACACACAAAAAAAAAAAA

>DR_2705
ACACACACACACACACAAAAAAAAAAAAAAAAAAAAAAAA
>DR_2706

ACACACACACACACACAAAAAAGGGGGG

>DR_2707
ACACACACACACACACAAAAAAGGGGGGAAAAAAGGGGGG
>DR_2708

ACACACACACACACACAAAAAACCCCCC

>DR_2709
ACACACACACACACACAAAAAACCCCCCAAAAAACCCCCC
>DR_2710

ACACACACACACACACAAAAAATTTTTT

>DR_2711
ACACACACACACACACAAAAAATTTTTTAAAAAATTTTTT
>DR_2712

ACACACACACACACACTTTTTTAAAAAA

>DR_2713
ACACACACACACACACTTTTTTAAAAAATTTTTTAAAAAA
>DR_2714

ACACACACACACACACCCCCCCAAAAAA

>DR_2715
ACACACACACACACACCCCCCCAAAAAACCCCCCAAAAAA
>DR_2716

ACACACACACACACACGGGGGGAAAAAA

>DR_2717
ACACACACACACACACGGGGGGAAAAAAGGGGGGAAAAAA
>DR_2718

ACACACACACACACACCCCCCCGGGGGG

>DR_2719
ACACACACACACACACCCCCCCGGGGGGCCCCCCGGGGGER
>DR_2720

ACACACACACACACACCCCCCCTTTTTT

>DR_2721
ACACACACACACACACCCCCCCTTTTTTCCCCCCTTTTTT
>DR_2722

ACACACACACACACACGGGGGGCCCCCC

>DR_2723
ACACACACACACACACGGGGGGCCCCCCGGGGGGCCCCCC
>DR_2724

ACACACACACACACACTTTTTTCCCCCC

>DR_2725
ACACACACACACACACTTTTTTCCCCCCTTTTTTCCCCCC
>DR_2726

ACACACACACACACACTTTTTTGGGGGG



>DR_2727
ACACACACACACACACTTTTTTGGGGGGTTTTTTGGGGGG
>DR_2728

ACACACACACACACACGGGGGGTTTTTT

>DR_2729
ACACACACACACACACGGGGGGTTTTTTGGGGGGTTTTTT
>DR_2730
ACACACACACACACACAAAAAAGGGGGGAAAAAAGGGGG
>DR_2731

ACACACACACACACACAAAAAACCCCC

>DR_2732
ACACACACACACACACAAAAAACCCCCCAAAAAACCCCC
>DR_2733

ACACACACACACACACAAAAAATTTTT

>DR_2734
ACACACACACACACACAAAAAATTTTTTAAAAAATTTTT
>DR_2735

ACACACACACACACACTTTTTTAAAAA

>DR_2736
ACACACACACACACACTTTTTTAAAAAATTTTTTAAAAA
>DR_2737

ACACACACACACACACCCCCCCAAAAA

>DR_2738
ACACACACACACACACCCCCCCAAAAAACCCCCCAAAAA
>DR_2739

ACACACACACACACACGGGGGGAAAAA

>DR_2740
ACACACACACACACACGGGGGGAAAAAAGGGGGGAAAAA
>DR_2741

ACACACACACACACACCCCCCCGGGGG

>DR_2742
ACACACACACACACACCCCCCCGGGGGGCCCCCCGGGGE
>DR_2743

ACACACACACACACACCCCCCCTTTTT

>DR_2744
ACACACACACACACACCCCCCCTTTTTTCCCCCCTTTTT
>DR_2745

ACACACACACACACACGGGGGGCCCCC

>DR_2746
ACACACACACACACACGGGGGGCCCCCCGGGGGGCCCCCC
>DR_2747

ACACACACACACACACTTTTTTCCCCCC

>DR_2748
ACACACACACACACACTTTTTTCCCCCCTTTTTTCCCCCC
>DR_2749

ACACACACACACACACTTTTTTGGGGGG

>DR_2750
ACACACACACACACACTTTTTTGGGGGGTTTTTTGGGGGG
>DR_2751

ACACACACACACACACGGGGGGTTTTTT

>DR_2752
ACACACACACACACACTTTTTTAAAAAAAAAAAA
>DR_2753
ACACACACACACACACTTTTTTAAAAAAAAAAA
SDR_2754

ACACACACACACACACAAAAAAAAAAAA

>DR_2755
ACACACACACACACACAAAAAAAAAAAAAAAAAAAAAAAA



>DR_2756

ACACACACACACACACAAAAAAGGGGGG

>DR_2757
ACACACACACACACACAAAAAAGGGGGGAAAAAAGGGGGG
>DR_2758

ACACACACACACACACAAAAAACCCCCC

>DR_2759
ACACACACACACACACAAAAAACCCCCCAAAAAACCCCCC
>DR_2760

ACACACACACACACACAAAAAATTTTTT

SDR_2761
ACACACACACACACACAAAAAATTTTTTAAAAAATTTTTT
>DR_2762

ACACACACACACACACTTTTTTAAAAAA

>DR_2763
ACACACACACACACACTTTTTTAAAAAATTTTTTAAAAAA
SDR_2764

ACACACACACACACACCCCCCCAAAAAA

>DR_2765
ACACACACACACACACCCCCCCAAAAAACCCCCCAAAAAA
>DR_2766

ACACACACACACACACGGGGGGAAAAAA

>DR_2767
ACACACACACACACACGGGGGGAAAAAAGGGGGGAAAAAA
>DR_2768

ACACACACACACACACCCCCCCGGGGGG

>DR_2769
ACACACACACACACACCCCCCCGGGGGGCCCCCCGGGGGER
>DR_2770

ACACACACACACACACCCCCCCTTTTTT

>DR_2771
ACACACACACACACACCCCCCCTTTTTTCCCCCCTTTTTT
>DR_2772

ACACACACACACACACGGGGGGCCCCCC

>DR_2773
ACACACACACACACACGGGGGGCCCCCCGGGGGGCCCCCC
>DR_2774

ACACACACACACACACTTTTTTCCCCCC

>DR_2775
ACACACACACACACACTTTTTTCCCCCCTTTTTTCCCCCC
>DR_2776

ACACACACACACACACTTTTTTGGGGGG

>DR_2777
ACACACACACACACACTTTTTTGGGGGGTTTTTTGGGGGG
>DR_2778

ACACACACACACACACGGGGGGTTTTTT

>DR_2779
ACACACACACACACACGGGGGGTTTTTTGGGGGGTTTTTT
>DR_2780
ACACACACACACACACAAAAAAGGGGGGAAAAAAGGGGG
>DR_2781

ACACACACACACACACAAAAAACCCCC

>DR_2782
ACACACACACACACACAAAAAACCCCCCAAAAAACCCCC
>DR_2783

ACACACACACACACACAAAAAATTTTT

>DR_2784
ACACACACACACACACAAAAAATTTTTTAAAAAATTTTT



>DR_2785

ACACACACACACACACTTTTTTAAAAA

>DR_2786
ACACACACACACACACTTTTTTAAAAAATTTTTTAAAAA
>DR_2787

ACACACACACACACACCCGCCCCAAAAA

>DR_2788
ACACACACACACACACCCCCCCAAAAAACCCCCCAAAAA
>DR_2789

ACACACACACACACACGGGGGGAAAAA

>DR_2790
ACACACACACACACACGGGGGGAAAAAAGGGGGGAAAAA
>DR_2791

ACACACACACACACACCCCCCCGGGGG

>DR_2792
ACACACACACACACACCCCCCCGGGGGGCCCCCCGGGGE
>DR_2793

ACACACACACACACACCCCCCCTTTTT

>DR_2794
ACACACACACACACACCCCCCCTTTTTTCCCCCCTTTTT
>DR_2795

ACACACACACACACACGGGGGGCCCCC

>DR_2796
ACACACACACACACACGGGGGGCCCCCCGGGGGGCCCCCC
>DR_2797

ACACACACACACACACTTTTTTCCCCCC
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