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REMARK   4 XXXX COMPLIES WITH FORMAT V. 2.0
HELIX  865 865 SER      2  PHE      7  1                                   6
HELIX  866 866 TRP     12  LEU     52  1                                  41
HELIX  867 867 SER     63  ASP    131  1                                  69
HELIX  868 868 GLY    136  THR    176  1                                  41
HELIX  869 869 THR    182  VAL    220  1                                  39
HELIX  870 870 ILE    228  PHE    234  1                                   7
HELIX  871 871 LYS    239  ILE    256  1                                  18
HELIX  872 872 ILE    260  SER    290  1                                  31
HELIX  873 873 VAL    298  LYS    334  1                                  37
HELIX  874 874 LYS    400  GLN    408  1                                   9
HELIX  875 875 ILE    425  THR    427  1                                   3
HELIX  876 876 VAL    430  ILE    436  1                                   7
HELIX  877 877 ILE    451  GLY    458  1                                   8
HELIX  878 878 MET    464  GLU    473  1                                  10
HELIX  879 879 TYR    477  LYS    482  1                                   6
HELIX  880 880 LYS    486  ASP    488  1                                   3
HELIX  881 881 GLY    500  ARG    514  1                                  15
HELIX  882 882 THR    530  ARG    544  1                                  15
HELIX  883 883 LEU    556  VAL    559  1                                   4
HELIX  884 884 HIS    579  GLU    585  1                                   7
HELIX  885 885 ILE    588  THR    594  1                                   7
HELIX  886 886 ARG    609  THR    616  1                                   8
HELIX  887 887 VAL    622  THR    650  1                                  29
HELIX  888 888 THR    657  ARG    708  1                                  52
HELIX  889 889 VAL    711  ASP    715  1                                   5
HELIX  890 890 THR    721  ILE    762  1                                  42
HELIX  891 891 THR    768  GLU    812  1                                  45
HELIX  892 892 PHE    814  THR    816  1                                   3
HELIX  893 893 GLU    823  ALA    871  1                                  49
HELIX  894 894 GLU    882  VAL    901  1                                  20
HELIX  895 895 ALA    909  GLU    923  1                                  15
HELIX  896 896 ARG    957  ASP    959  1                                   3
HELIX  897 897 LYS    986  GLU    994  1                                   9
HELIX  898 898 VAL   1016  ALA   1021  1                                   6
HELIX  899 899 ILE   1037  ILE   1041  1                                   5
HELIX  900 900 GLN   1052  ALA   1062  1                                  11
HELIX  901 901 HIS   1065  GLU   1069  1                                   5
HELIX  902 902 LYS   1074  SER   1076  1                                   3
HELIX  903 903 ASP   1081  GLY   1083  1                                   3
HELIX  904 904 GLY   1088  ARG   1102  1                                  15
HELIX  905 905 THR   1118  ALA   1131  1                                  14
HELIX  906 906 THR   1146  GLN   1148  1                                   3
HELIX  907 907 HIS   1167  ALA   1172  1                                   6
HELIX  908 908 ILE   1176  GLN   1184  1                                   9
SHEET  377 377 1 LEU   359  ARG   362  0
SHEET  378 378 1 VAL   364  PHE   366  0
SHEET  379 379 1 LEU   377  LEU   380  0
SHEET  380 380 1 LEU   382  VAL   384  0
SHEET  381 381 1 THR   389  VAL   393  0
SHEET  382 382 1 MET   417  SER   419  0
SHEET  383 383 1 ILE   437  SER   441  0
SHEET  384 384 1 ILE   518  ASP   522  0
SHEET  385 385 1 THR   548  ILE   552  0
SHEET  386 386 1 VAL   564  GLY   567  0
SHEET  387 387 1 VAL   945  GLY   948  0
SHEET  388 388 1 LEU   968  VAL   970  0
SHEET  389 389 1 THR   975  VAL   979  0
SHEET  390 390 1 LYS  1003  LEU  1005  0
SHEET  391 391 1 GLY  1024  SER  1027  0
SHEET  392 392 1 LEU  1107  ASP  1110  0
SHEET  393 393 1 CYS  1137  ILE  1140  0
SHEET  394 394 1 LEU  1152  GLN  1157  0
SHEET  395 395 1 ARG  1160  GLY  1165  0
ATOM   2012  CD2 LEU   211      15.636  80.753  15.598  1.00  0.00           C
ATOM   2034  CG  TYR   214      12.858  84.045  17.256  1.00  0.00           C
ATOM   2035  CD1 TYR   214      11.722  84.492  17.887  1.00  0.00           C
ATOM   2036  CD2 TYR   214      13.768  83.310  17.982  1.00  0.00           C
ATOM   2037  CE1 TYR   214      11.487  84.170  19.203  1.00  0.00           C
ATOM   2038  CE2 TYR   214      13.533  82.984  19.298  1.00  0.00           C
ATOM   2039  CZ  TYR   214      12.382  83.410  19.913  1.00  0.00           C
ATOM   2040  OH  TYR   214      12.127  83.085  21.263  1.00  0.00           O



ATOM   2409  CD  ARG   253       6.774  80.805  17.763  1.00  0.00           C
ATOM   2410  NE  ARG   253       7.467  81.686  18.737  1.00  0.00           N
ATOM   2411  HE  ARG   253       7.349  81.537  19.739  1.00  0.00           H
ATOM   2412  CZ  ARG   253       8.262  82.694  18.282  1.00  0.00           C
ATOM   2413  NH1 ARG   253       8.589  82.774  16.958  1.00  0.00           N
ATOM   2414 1HH1 ARG   253       8.271  82.060  16.302  1.00  0.00           H
ATOM   2415 2HH1 ARG   253       9.184  83.529  16.617  1.00  0.00           H
ATOM   2416  NH2 ARG   253       8.686  83.647  19.158  1.00  0.00           N
ATOM   2417 1HH2 ARG   253       8.442  83.587  20.147  1.00  0.00           H
ATOM   2418 2HH2 ARG   253       9.281  84.402  18.817  1.00  0.00           H
ATOM   2440  CG2 ILE   256      10.416  80.528  13.412  1.00  0.00           C
ATOM   2441  CD1 ILE   256      13.409  81.198  13.574  1.00  0.00           C
ATOM   2449  CD  LYS   257       7.799  77.102  13.770  1.00  0.00           C
ATOM   2450  CE  LYS   257       7.860  77.031  15.298  1.00  0.00           C
ATOM   2451  NZ  LYS   257       8.344  78.318  15.850  1.00  0.00           N
ATOM   2452  HZ1 LYS   257       8.385  78.271  16.868  1.00  0.00           H
ATOM   2453  HZ2 LYS   257       7.783  79.106  15.527  1.00  0.00           H
ATOM   2454  HZ3 LYS   257       9.238  78.594  15.445  1.00  0.00           H
ATOM   2480  CG1 ILE   260      10.955  75.513  12.242  1.00  0.00           C
ATOM   2482  CD1 ILE   260      12.287  76.186  12.567  1.00  0.00           C
ATOM   7005  CA  ALA   733      11.173  76.878  23.607  1.00  0.00           C
ATOM   7006  CB  ALA   733      12.511  77.459  23.120  1.00  0.00           C
ATOM   7007  C   ALA   733      11.389  75.412  23.844  1.00  0.00           C
ATOM   7008  O   ALA   733      10.915  74.568  23.081  1.00  0.00           O
ATOM   7032  CB  LYS   736       8.340  73.816  21.473  1.00  0.00           C
ATOM   7033  CG  LYS   736       8.009  73.473  20.019  1.00  0.00           C
ATOM   7034  CD  LYS   736       8.428  74.566  19.035  1.00  0.00           C
ATOM   7035  CE  LYS   736       8.119  75.973  19.552  1.00  0.00           C
ATOM   7036  NZ  LYS   736       8.649  76.996  18.618  1.00  0.00           N
ATOM   7037  HZ1 LYS   736       8.443  77.934  18.963  1.00  0.00           H
ATOM   7038  HZ2 LYS   736       8.305  76.857  17.668  1.00  0.00           H
ATOM   7039  HZ3 LYS   736       9.645  76.867  18.439  1.00  0.00           H
TER   11277      ALA  1185
HETATM11278  C   LIG     1      12.842  77.753  17.212  1.00  0.00           C
HETATM11279  C   LIG     1      13.165  76.506  18.056  1.00  0.00           C
HETATM11280  C   LIG     1      12.435  76.437  19.403  1.00  0.00           C
HETATM11281  C   LIG     1      12.125  75.020  19.861  1.00  0.00           C
HETATM11282  C   LIG     1      12.958  79.061  18.021  1.00  0.00           C
HETATM11283  C   LIG     1      11.688  79.469  18.776  1.00  0.00           C
HETATM11284  C   LIG     1      10.921  80.546  18.023  1.00  0.00           C
HETATM11285  C   LIG     1      11.463  77.661  16.573  1.00  0.00           C
HETATM11286  O   LIG     1      10.958  78.523  15.865  1.00  0.00           O
HETATM11287  O   LIG     1      10.839  76.491  16.863  1.00  0.00           O
HETATM11288  H   LIG     1      11.276  75.726  16.430  1.00  0.00           H
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