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ATOM      1  CD2 LEU   211      -6.600   6.068 -13.452  1.00  0.00
ATOM      2  CG  TYR   214      -9.180   9.312 -10.540  1.00  0.00
ATOM      3  CD1 TYR   214     -10.356   8.772 -10.072  1.00  0.00
ATOM      4  CD2 TYR   214      -8.008   8.988  -9.892  1.00  0.00
ATOM      5  CE1 TYR   214     -10.356   7.936  -8.980  1.00  0.00
ATOM      6  CE2 TYR   214      -8.004   8.156  -8.804  1.00  0.00
ATOM      7  CZ  TYR   214      -9.180   7.624  -8.340  1.00  0.00
ATOM      8  OH  TYR   214      -9.176   6.764  -7.220  1.00  0.00
ATOM      9  HH  TYR   214      -8.364   6.548  -6.780  1.00  0.00
ATOM     10  OE2 GLU   249     -13.972   8.464  -4.500  1.00  0.00
ATOM     11  CD  ARG   253     -15.156   6.184  -8.784  1.00  0.00
ATOM     12  NE  ARG   253     -14.360   7.192  -8.028  1.00  0.00
ATOM     13  HE  ARG   253     -14.432   7.236  -7.012  1.00  0.00
ATOM     14  CZ  ARG   253     -13.532   8.052  -8.688  1.00  0.00
ATOM     15  NH1 ARG   253     -13.416   7.980 -10.048  1.00  0.00
ATOM     16 2HH1 ARG   253     -13.944   7.284 -10.572  1.00  0.00
ATOM     17  NH2 ARG   253     -12.824   8.988  -7.988  1.00  0.00
ATOM     18 2HH2 ARG   253     -12.912   9.040  -6.976  1.00  0.00
ATOM     19  CB  ILE   256     -11.372   7.316 -14.380  1.00  0.00
ATOM     20  CG1 ILE   256      -9.832   7.340 -14.536  1.00  0.00
ATOM     21  CG2 ILE   256     -11.804   6.168 -13.448  1.00  0.00
ATOM     22  CD1 ILE   256      -9.176   6.024 -14.948  1.00  0.00
ATOM     23  CG  LYS   257     -14.296   3.312 -13.256  1.00  0.00
ATOM     24  CD  LYS   257     -15.112   3.212 -11.984  1.00  0.00
ATOM     25  CE  LYS   257     -14.280   2.896 -10.736  1.00  0.00
ATOM     26  NZ  LYS   257     -13.388   4.032 -10.408  1.00  0.00
ATOM     27  HZ1 LYS   257     -12.836   3.824  -9.580  1.00  0.00
ATOM     28  HZ2 LYS   257     -13.908   4.904 -10.312  1.00  0.00
ATOM     29  HZ3 LYS   257     -12.800   4.292 -11.200  1.00  0.00
ATOM     30  CG2 ILE   260     -10.980   2.620 -14.528  1.00  0.00
ATOM     31  CD1 ILE   260     -13.332   0.572 -13.688  1.00  0.00
ATOM     32  CB  THR   695     -15.016   3.948  -4.200  1.00  0.00
ATOM     33  OG1 THR   695     -14.212   2.840  -4.580  1.00  0.00
ATOM     34  HG1 THR   695     -14.756   2.132  -4.908  1.00  0.00
ATOM     35  CG2 THR   695     -14.140   5.092  -3.668  1.00  0.00
ATOM     36  CZ  ARG   699     -11.716   8.748  -2.916  1.00  0.00
ATOM     37  NH2 ARG   699     -10.804   8.032  -3.632  1.00  0.00
ATOM     38 1HH2 ARG   699     -10.196   8.504  -4.304  1.00  0.00
ATOM     39 2HH2 ARG   699     -10.712   7.028  -3.484  1.00  0.00
ATOM     40  CA  ALA   733     -10.252   2.484  -3.420  1.00  0.00
ATOM     41  CB  ALA   733      -8.996   3.120  -4.040  1.00  0.00
ATOM     42  CG  LYS   736     -13.384  -1.008  -6.636  1.00  0.00
ATOM     43  CD  LYS   736     -13.220   0.204  -7.556  1.00  0.00
ATOM     44  CE  LYS   736     -13.340  -0.128  -9.044  1.00  0.00
ATOM     45  NZ  LYS   736     -12.104  -0.792  -9.516  1.00  0.00
ATOM     46  HZ1 LYS   736     -12.184  -1.016 -10.508  1.00  0.00
ATOM     47  HZ2 LYS   736     -11.876  -1.616  -8.956  1.00  0.00
ATOM     48  HZ3 LYS   736     -11.272  -0.240  -9.316  1.00  0.00
HETATM   49  C   LIG     1     -10.220   3.000  -8.232  1.00  0.00
HETATM   50  C   LIG     1     -11.428   3.416  -7.372  1.00  0.00
HETATM   51  C   LIG     1     -11.772   4.912  -7.432  1.00  0.00
HETATM   52  C   LIG     1     -11.772   5.596  -6.072  1.00  0.00
HETATM   53  C   LIG     1      -9.568   4.196  -8.952  1.00  0.00
HETATM   54  C   LIG     1     -10.308   4.684 -10.204  1.00  0.00
HETATM   55  C   LIG     1      -9.332   5.128 -11.284  1.00  0.00
HETATM   56  C   LIG     1     -10.596   1.928  -9.248  1.00  0.00
HETATM   57  O   LIG     1     -11.324   2.104 -10.216  1.00  0.00
HETATM   58  O   LIG     1     -10.016   0.732  -8.972  1.00  0.00
HETATM   59  H   LIG     1      -9.072   0.832  -8.724  1.00  0.00
TER      60      LIG     1 
END   


