>P-glycoprotein Hsa
MDLEGDRNGGAKKKNFFKLNNKSEKDKKEKKPTVSVFSMFRYSNWLDKLYMVVGTLAATIIHGAGLPLMMLVFGEMTDIFANAGNLEDLMSNITNRSDINDTGFFMNI

>g1i|985415355
MFGKNNEETVGLLKVSANKLDGNTKYGTVEEKLKKKPTVGGLFRYATKGDVILMSIGVICSVIHGSSFPVLALVFGQMTNVFIKQASLQITSSENKSLVNIPLTVV(

>g1i|985398444
MPSATYTVDQNVCNRKIKNNKIHQKHEFAEEIELPSIIVSSSIHSGLSNSTLNLNNRSTVKPECKSVSDVKFGLLRIFRYSDIWDVLLMIAGLTMSLATGASLPIL/

>g1i|976929120
MMFGWTPPHGVGPLTPVSENSEVPDSPLPYLDTTTSRRNFPEKNDDIEEEDEVIPPSAVPFTALFACADGFDWILIAVGSLAAVVHGASLAVYLHLFGKIIHLLSFE

>01|976926494
MESILARALEYTLKYWLKSFTRDQFKLQGRTVQLSNLDINGDALHASLGLPPALNVTTAKVGKLEIILPYLSNVQVEPIVVQIDKLDLVLEENDDLDAYKATDSAQ?

>g1i|976920941
MAKKKGMFHFADGIDKLLLLFGTLGCIGDGLMSPLTMIILSDIINDFGGNGLSFSNDVVNKYALKLLVLAVGVGVAGFIEGICWTRTAERQISRLRMEYLKSVLRQE

>g1|976899659
MPTPKVDLQSDSSSAEKNASLSGLFYAADKWDFFLMFFGSVGACVHGAALPVFFVLFGRMIDSLGHLSSHPHRLSSQVSKVNMCILLSSLPHFPTEVKYLPFHFLL(

>gi|970654312
MAPPPVKTDDVEVSTTDYNQVVTPTSTAKNSNGYDNHVNDHSSETKDDELIETVALSQLYRYATPMDKALLALGIVMSGIGGALFPCMALVFGDAINSFAQADGGVI

>gi|970631645
MATSDYVEANTPKKGELRDNSDVAVLEHTPSVISKDTAAHAKSNGKLVSLSDLLSFADDKDHLLMAAGTIGALAAGMAQPLQIVLIGDVLNGLNPTDSSSSIVGKVI

>gi|674592105
MVIIGSICSVCVGISFPLNLIILNNVIDGFTVPGKSPLDTMTEMVIWYCVLGALTFLVAFVQIFCFTLSAKRQSTRIRLLLFKQMLRQDASWFDNQSIGDLITKMTS

>gi| 195441061
MPIEANGNDDDEGHQQEPQSISSAEKHKTKSKEKAPKSPMTNYHQLFRYARASDYCLLILGITSAILQSLVYPIAIVVYSELVAMFIDRTLGTGTSSSTVALPLFG(

>01|966668882
MGKKDKLNISNGKKEENGDVSGEKNGKEEEKEKVEMVGPFEVFRYADGYDIFLMLVGTVMSIANGAVLPLMVIVFGGMTNSFVDDTIAENLKNITLSPNFTFPQSSE

>gi|961114868
MFSDMNEAEDKSGETENKTKMPAKIAFYQLFRFATRFDIFLMIIATILSAIHGMVIVVYVIVFSDVAKKLAESHLTVERICNFNDTVPDEVVLDEISDDIYQFLAL!

>gi]939397839
MADPGPEVEREERRKNRSRPREHSVTSRHQSRRGVSARRSSNASRPSSSGRADGDGPSSVGHASTAYHSVRPYPARSIGTSGSDDRPSTGSSAAASTPSSSSAQPPE

>01]954194202
MLSNSPLKPEKEFKQTPNSEENQNNQNGTAQAQNSNETEKKYVQKQTQQEREKEEDKQRQQEYEQKLKSASKKVEQTTFFQLFRFANSGDKFLMVFGGTASFLNGL/

>gi| 685824507
MAKNENNSKLSETLGKQYSDDIMNNVEESLKETIKIGDLQKILKNNDKEFFYEDNENEKKNDNVLNESSSDSAEIEYEKNCLEKFFDFIFCRSNQQPLKFKEKPVPT

>gi[953450957
MEQQASDYLQTAGYVSVPSSPALSNSPASLHTPIGEEQETLSCMGRRASQLVDTLGDEHPLAALPRRVAPIRSLSRGSSLAGTPLASPCYPVETPLLVNARSSSTDF

>gi|953444319
MTNKLARKPSAKYNDPFRAQDRSSSPHSTRGSPPRSRRNGLLVEQTNPIRADVRQTDVDTPIEIRLENRSATSSDADHGKAHSLEDEKVHILNASPASSVTADATP

>gi|928117688
MEPNVPNAEKPREPFGQGLVEASAENRHSGHSVGDNDLENSSSAFHAYVDESDVSLNPGKRPASVEREDATSSLGSESPVFSAEEVVKPKQNRQSVSALATFRYADT

>gi| 944444625
MVFFAILIGAFSVGQTAPSIEAFANARGAAYAIFNIIDNEPQINVFSEAGYRPDNIKGNLEFHNVYFNYPSRPDVKMVRSDVELEVENTLGLKKSISEVALRRQSTF

>gi|943971029
MSPKAESVDVSSPIDIARPDYMNGSIKDANDAKEKDKNVQNVSFFTLFRFASTLDKIYMFLSILFSTLCGITVPLSVILFADVLQAMVNYGQSVVAGAPENEVFLK!

>gi|443899016
GAASGLVGSAGALPRCDRPAPRRGGEAGGQAGVGQPGHRVVRRDDGARGRDQEHRRPRQRPRGLKWWNPLFSVPTSSRSPSSHSIVVVTQVTRALWLAERISTMPTY

>gi|443893783
MTSSHQPTSSVRASTDGDGHHSSSVGQQLASARASSHSSSHNDPASDAAAPGVPSGPCMNEPAPSALSSRPGGIHASPQKHSDDSDSDQDDAADNNDPESLSASFLS

>gi]|939668680
MQNNHRGNDQLGDYTRVPAKPPEDDSIEPPSSQTLDATDLSPLSETKVNNDSFSANFCSGTTESPSASQFSEDKMKTKNLFKVWNRSRTIYEIDQKNKKREPGKLR?

>g1i|938076797
KCSPRFTDMKKSDLNSVEDDTGQASQLSEGKDILMMVVGGVCALIHGAATPLMLLVYGLMTNTFVAYEMEVQQLTDPNKTCINQTISWINGSVFQQADNSTLACGVI



>gi 849274542
MVSQQDDARLDERQRAILDRQLNGLGGEAEQRKNVFAYATVSDRIILSVSSICAVLAGALNPLYPVIYGLLVSVYDGFAAGTVPASELRSKTATFSLYYVYLSIGLI

>gi|358336140
RLYLSVHASFRKKDSNSRYILFFHCFVIRSRRLFPSSVRNSHQTETRQPFSKAILRQDVPWFEKQTSGGLVHKLSENVDIIQNGIGTKFGDFVQNISGFLTGLIIAT

>g1|930677302
MNILYWMNLVSPTGGFPALAPALDFPRWRYATWGERCATLCGAVLGWLCAGGLVLAVLAYGEITALFVQRHKAEESSATSYLMYLFGGGRHLPNGDRPSHMDALVEIL

>g1i|930563469
MRRNAHMEPVGDLDEEYNAITSTPLLRASCLDEVSNEPVERVHLATIVSTETKLKASLKTAEQPSFSAHSDSDSDSDDGSRRLVSALETIFKFADSKDLILMVIGLV/

>g1|669029583
MRDRGEEEETGATKRKDAGATKKVAFFGMFRYATRADLALMGVGTVAAMYNGMSEPLMTVVFAAVIESFGGSDNSAVLHRVSKNENITRKKDEKNKEHLCRMSTVLI

>g1|929767735
MSVDNAVDLVEVRLDNDDIGDDRIDAVIDSKADSKGDENKTDKYDVPGGGDADSNVNIIDATDKNEEKEETAPTVSFLQLFRFADKWDILMILVAAICSSIHGILMS

>01]929766109
MLKGIKHKGKKRPQVRYHALFKYHTTKDKVWFTASILLTVGVGALLPIFCIFIGDLLQSLTDIVQNILNAGLGNSVVDILSVQWRNTTLYDVVFDDEVQEGIKGIVH

>gi 929763489
MYTYDAIDDLGGRKPKRKWGKKKDKKTKEDDKNKVPDDEEAVDIGFKDMFIMATKKDWYLMLLGAITSGVAGVAFPFFGLLLGDTMDGFYPTYQPDVVKDASLNFF

>01]929758703
MFQVARLAIILTLMGVVGMVCGFASKLAFGTVSTRLGHRIRRLYVESVLRQDMAFLSMHTAGELSNRLALDIKLIEDALGDTLQLLSMLVGLCVSGIAVGFAFSWQL

>gi|929746827
MALIAIYIKHCERTGFKKTSKHRSRTIFSGMGSEIKGKQSLPGADIYSVNANHARKSSFRWTELIKFPTRPAIFRYTNKADGFLIVFGAIGSVSHGATIPIWTILF(

>gi 929355731
MVSSSYNVSIQGPSDLAEDFKKLEGLPGPKDFEATQNESSTTEKKYPYLELFRYATIWDCLTMVIGILAASIASISVPYSVILYAEFTTLLIDRNMGIGISTPAPIL

>gi|927111311
MKEHSRSYTVNDVSIPEISSNGCDNPAFQLDETSTQEGGLKNKKIKNNETSKKEKQMVGFFELFSFADALDTILIIVGSIAAVAAGTGQPIIIIIFGQVTNSFVNT:

>g1|926637636
MATKSNAVDEEKQPLLGKKSQTRSGQSYDTTNKRDNHQTLDEPKPKVSLRALFRYASLLDKFLITLGSLFAFVHGAGWPMLALIFGEMTNTFVQQAQSGFLVSENQS

>gi|925673327
MIQRGNLYYVHKYGVQLILEDRPKEEKEYTPAVLVIVFFGVLAGAQNMGLTSPHLEAFAVARGSAAAIFQVLDRIPAIDSLSKEGQKLPSVTGEIEFKNVHFQYPAF

>gi|922341881
MMINRGLFGWSPPHVQPLTPVSEVSEPPESPSPYVDPNGEISATQTVEEEEMEEEDEMEPPPAAVPFSKLFTCADRFDWFLMAVGSVAAAAHGTALVVYLHYFAKI]

>gi|920718983
MDGKGSSAEREEQRKQKGKAETVPFRKLFAFADCADIMLMAVGSIGAIGNGLGFPLMTLLFGEITHSFGSNQNSSGIVEKVSQFLCNWNSDPDMDGKGSSAEREEQF

>gi|919075571
MKEKEHKNPNSTELMGYIPAQPQSDSNGEIKQNNNSKRNGEPHYTHHRVDFKDEDDDEGGFTEIPLNGRADPASSQPVDHTEVDVEVKQPKWKFWLKKPKDGEEKP/

>g1i|693501788
MTTKNATEAMTTKNATEAMTSKDERADDDDPETRAAAPMAPFTAMFRYYGPMEMGLLGGGMVFSAFGGALFPAVNVAFGNLLDSTAVGDVASQINQAVIAMEIVAVS

>01i|916414256
MSDSKNPAEPESSSMLPQSDQNAADAPQELNPAEAPPGAGENNANVAPKTSKDQRALEISENAVKYKRAADEPKHRKKSGWHDDIFASFRHASKLDIVLILCGGTAS

>g1i|915294748
MTINANGRNIRNLNPEEEGQKSGDNFKNQAKEGVKVTIPEKSAEQVTSGDEDEDDVPVQKSRCDKFIDYLFCRGDLASKTLARKPVPLLGLFRYTTKFDVILLILG/

>gi|915038518
MAETTEKHGIYINEKDLNGECSTPQPDEPHVNESTTTTGNTTQIPLPGELANQREQKSPAFGPYFRVLRYATALDHILRCYGLFAAAAFGAAVPLMTVVLGNTVDDIL

>gi|914961353
MPQDSKINSSKTAIQNLEEKPQNTIHSATPSAQQSLADLKGAPKNNRYFLGLVSLALVVFLWVSSSFVMSLLLRIYPKAFFSTYMSTATFQLYFPILYLNSLFKKKI

>gi|685871671
MASAEASADDHQRAVLERQLHGLPNDADQPNSKPNIIIYATRLDKVILSLSSICAIIAGALNPLVPVIYGLLVSVFNGFSNGSVEASELRSEISTFSLYYVYLSIAL

>gi|913487093
MGKRWDAVNPLAGSELLNVLEENFLGNLFAVNYQNCSQSQEKVNEDIIILTLYYVGIGATALIFGYIQISFWVITTAQQTRRIRKQFFHSILAQDISWFDGSDICEL

>gi|909992408



MATTSNTMNTTPNSSMAQPAPSYDLVCIGFGAAQLATAIANRESREPSRVLFVEQKPSFSWGSTSNLSRTRMESPFMYDLATLRNPRTAFSYVNYLLSRKRLVEFAR

>gi|909549879
MKRNESVKSLQQFRGGRHEKPGVALGWRQNSLTISAFAQHSAYLAEKARTKEAEEQQDQPAPVSWFHLFRYATPWELLLLFAGVFLATMNGLMVPIGVIIYGEFTAL

>gi[909137551
MLLMGPRLPATESQGAAKLKLPSRQRQSRRNGTRPAGQYVWHPSRSVVFRKSARTARRRCCWLTWRLEPDPAAAQLLPGAVPDNEVAPTAIPLNDVHSAPPPHSAA/

>gi|909136951
MTAADAPRDVAPGVAVDMDDIAMLKQPLHSGPHSDESGSSTAVGSTTDKADADTVHKVPYFQLFRFADAKDITLMLLGALGAIANGVSLPLLTIVLGDTIDVFSVYI

>gi|908392070
MMASSEHAATPPAADGTSESMASEAGKPDRDEAEVSSFRYFARVFTYNDTKGWFMNGVAFLCMVASGTVLPLMDVVFGRFINVFNDFVSGELSPDGYMSQVGHYTW\

>gi|907093676
MPLSPARPTMPHSDGGQPIDHGSSELSDRAAGVLNDSQSTPLDRPNSLSAVPDLAVPHTDSALMAAEMSAEHSGNTHIDERDQIHANIPMVPVTSSMTSAQEVTITY

>g1|871255334
MTKKKHQNEVSLTNIKRLNTQVDADPGGVDIMMNGGKHTNGTSTATGHGKPDAPFQNGKGTAQNGIAEPKPGSQQLEI TRNGKGTEGCDFCDEISVGSGKDGGVEKS

>gi|857976464
LRLLLGDVRVMGNLSGWHSPTRTGDVPLAARHTRPGCRRTHCARTMVRPDDVDVEMGVQPKVVPDGESSMSTGDDVPRVTLIQMFEFTTPLEVCVLVLGAIGGIVN(

>gi| 857970907
MQDGVIPNKCCLDLWQLHGAVSVTRGRHAIDSAHALRRIRPAHGDGCYPVIRSESPHTLRRLGRTTMSTSIELEGNDPLPILPSKPDPVALVRPTRFLNLLRYATS(

>gi|857970527
MLAWALTATVAAVAVLSSQGNNVHPEQAQGHGGGALPSNSTGEPHRRVVTVNVGGRAAEIFDPVPALVRTGASFAQRAPDEALIVDGRTEFRRERTHACDVGLDAGEH

>g1i|813212538
MWPSARFEITIIGDNEEGTDGNCDSSSQRSLRYRFRKRDGRMQAAFSLTVRIAERTSSAVRYTHWSSGLRISWLSKDAKAIVMPVPEDVPRDFRDGDLLQSNETKPAC

>gi|813212536
MVAATKREERPSVQLQGEPHVAITLDATPTPANLMHDPRPATHRTSSFFHKLLNRDADADKKKQEKTYGYLSLFRYLPARDRFILVLGFVCALAAGAPLPLIGYVF(

>gi|846909829
MGRSEDGPAASATDKQAVPEEQEKSESKNDGKPTETVSLGNYFRALSYATGKDRLVLTVALISAIASGVPLPLMNIVFGNLVGEFNGYFMPGTTVTEAQFKASVNKI

>gi|831334018
MEEKAQDTADMATMDEKDHTEVEASSKSDKAAAPLAPRWKRLRRNRGGPTPSPKGKAPPGPKPVKFRALFRFATPLETALMLIGLVLAAAAGSTTPLMSLMFGNMAT

>gi|831757545
MNSQQQQLNDRSVGVNDTGGDAVVHHSSSSSDHDDSDDYEVYSDTTSNHNHDIESPPIINNNNNSFIPRGSTMVTNEYGDIQIHVPPHVPNSFITPVSTNPYGTNH(

>gi|829193871
MEEKSLQNLEKPTQNYEDQEVADGKIPFWHLFKLASKTDIILVVLGSLASVINGCLQPLFGLLFGEMAQKFSPGYSADAVVDNCRTIALWFVGIGAISFILSIFMM)

>gi|829163726
MSETTNLKPAGFFELFRFASKLDIFLMVFGSIAAVVNGILQPLMSQIIGRTTNQFSSNQDQSQIIENAKIQCFYMLGAGFISFVCSWIQMACWMISGERQAIECRKI(

>gi|514701219
MARRKSRDGKKAKEDKNAAVDKNAKTEEEEEKLEPVSYFALYRYADAFDWVLVIVGSLCALAHGALSPAFVVFFGDVIDSFGADADPADLIDSVAQTSLYILYLACK

>01i|818165804
MANSQEAAVVDIGETQEYPEKSDDGEALRASEKQSLSFIQIYKKIMNMAILREKLMYAVGILAAMGSGTVLPLMTLIFGNFVSVFTDFALGRIPSEHFRGKVNHYTIL

>gi|818160422
MKEEDEAAGGLEATPSGNEVPNKIEIEAEAIEEPPKAGFGTLMRVFAFGQTKDRIIQIICALAAICSGAAMPLMALVLGRLTANFTDKDEQASADFMKHVATNALWE

>gi| 814543445
MADTTHNATGAAPTAAVLASQLPLGELAPSSDVDSERHAHLAATDSSVPASTNEDQPSTIDAVHRAPVASSPTSNSSLTASGGTPITSTLTDRVLASQTTRSAESMI

>gi|551614020
MCNAAHLPSKGQGSDSKGSGAPKWQRNASLRQLYRFASKTDRWQMVAGVSAVVVSGANQPLQLVVFGQLLDSFNLTDKSEVQRQIFFLAGMYAALGVQQLITISIQT

>gi|551588361
MARYKKRYLHAILRQEIGWFDTSTPEELCTRFGAAMLAVEEGVGFKTMMLVDAWSTLCASILLGLNFGWDICVAVFAAAPIPGVAGIIAIVVGLTAMHNVLTATAG!

>gi|551576408
MPLDDALQTSATRSFFGSLFYFATAWDVVLVTCGCVFKLVFGVLQILILIIFAEFFDMRLNTPQGFRDLGLHIFVSMCYFGAATAGTEMAASIALEWAKHRQI TAWH

>gi|552914979
MPFLKSELRGADLCGADFTDSPENQKQALPNFMADHSKNNFQIFIFTSMEKYTSQDVYNNKADSISSFTSNDTLVELVDLTYNNRASILYNDDESLNYGKASTEDEN



>g1i|537162092
MCKENHMVGKVTYKHSNSRIAHEAATRMEKDGVSLPVHIMYHLRVSIVERAAHVKHLDLTREPEGEATAVQWREALKNQIINNMEYSERAEGMQESNQRHGALQEQL

>g1i|512188095
MRRDIDESRLLQNGSHGQPPASSVSAADPERPLQSSNTNATIWTARHRQDDSGSVNIDMHDINNRHNMDSMEHARRTSADARPIELTILPKNDTESPTSLPSPTTPI

>g1i|475562360
MEEKDCPVESFKPEDDKKSTPPEIAVADEPFPFFCLLCYADALDWLLMVSGTIGSFVHGMAPAMSYYILGKAVDMFGDNIGNREAIVHQLTKLLPYMWSLAIITLP/

>Qi|443695948
MTFVLKKKKKKEKKKGKIRRKRMEMRMVRQHPASQFRFATSKDRWLMVLGSVMAFLHGAALPAMMVVFGEMTDVFIFATQMDRFIDAILPNLTVIFPNITKDWIKDE

>Q1i|440486762
MSHKPTKTGFSNLTNCISQDIPEHGVPFMPRHEHFGAALTAFWPRGDDQLESFNGHTERLRFSWTVIYISSKYFSFVKTNKIKMTNEAPTLGTIQVLRKVLGYSSR/

>g1i|405963166
MEQQNTTLTAKDIQMDEKIPIQNGEHVHQNGESGKQNGVSENGVPAEPKKGQATVTINPEVKVRTVNKDKQKEKVQQIGFFTLFRYGSLFDKIILAVGILCAMGTG(

>gi|134077176
MLFGGRLSECIGSLLPHCRSIRSAGISTHTLPIEGLWSTSALAPRSILNYSSLALPLPTETAHTYKSQWQTQNHCLMGGQTLMVSMMRSVKGLIPTKAHLKQF FAY\

>gi|768698059
MSDQGAGAGSPSPVEPSRQLKEHEKEILKRQIHTSEFQTSRLKLLYACATTYELFVLIISSIAAIIGGALQPISFLFLGGLAQAFKEFFLGTSSGSHLSSLVARFAL

>gi|768681818
MTSEEHKQAVLQRQLHGLPLDDTGRPGLAHYATKLDRTILYVSSASAVIAGALNPLVPVIYGLLVGVFNGFAAGSVEVAEFRSKISTFSLYYVYLSIGLFVFTYIA'

>gi|768421959
MNIKIKDKKKEAAEEQKTVSYFKIFKHATWYEALATLLGAALGFLSAGGVCINLVLFGELSTAFVQRTAFQQQTSSRLPLLSLFGGGRILSNASNAENMAALMEDG!

>gi|344251104
MPEPDRGGQGLGNLWGPSGHSLGPSRSPRTGVVGGSSPRGGTAAPSRGPLEQHAGAKWNPQGGAAQGGAEQQDPEPSSGPRQPRLRALRPCIWLTTVVSPQVVMEFE

>gi[341903597
MTVFTPLLTPSPRRKSSAFCNFILVIILCTTKFEKLLFILGVVFSILVGFCMPIESYAFGEVSQVLVTITNAINNKTIEPTDLETAYQIFEHDMNRVVFYFFICGV/

>gi|768190107
MCGADLKDYVLLLVGALLSVLNGALLPLNSLIFKGISDALINGERNFTENELDMDVFSSDILYYCSLYFILGAGLLVNGYLANASLFTFCERRIHYIRAKYLRAVLE

>g1]326481420
MPSRELPGQDAKHANQADPAQVGVIGEMEDEDPFKHLPEHEKL ILKRQLDLPATNVHYMALYRYATRNDKIVLVLAAVAATIGGALMPMMTVLFGGLAGTFRNFLL(

>gi|761901271
MSEGDLEKAPPPSKEEQIELDEVKIKDDSPPVVQTDDTVDVETKPKTVKRPWWKKKEKEGDDEDAIPPATLKEVFSFATPIDCFFMITAILAAFTLGCALPGAMLVE

>gi|758988093
MRFRSDSRADHQHPKKQGSMDPDTIQALKYQDRSSSSSSNNKPKEKVGSASTSPSPTLFASNDSVKVEIGYGSSDKEKPDVKVSFFTIFRYASKRQLLINLFGTGM/

>gi|758370335
MKISSLSYNKAAKRNNATMPTQPQPPYIKKPKVSITQLFRFATRTERAVILISAVLSAISGCVPPLSILVYGSYISTISRDAKDNQQVLESAAPTIRYMLIMGTAAI

>gi|758369835
MEKNKVKKKSETVPIFRLFQFATKRDLLLICIASFCSSTTGAIQPISILFFGNVLKKLGEATIVDGSDLMEATMPIIKLYVYLGTGVMTAAYISNCLWVLTGENQAREF

>g1|758349874
MTKEASTSSISHTSDEIHDKKGKKQKAPSVSAFHLFRFATLKERLMICIAVICSAGTGALQPVSILIYGSFISTLTSSLSDTSQLVDTTLPLIHTMVYMGTASLVA/

>g1]|751348625
MEKMDHVADATAANQADKTPTSGFAAFLRIFTYCQPFDCALEI IAILAAIGSGVAMAMMNLY IGELMDVMGDPTRIATDPDGFMAAVSKNSLYFVYIGIARLGCTY\

>gi|749158321
MQGQNSMREGQGSLAEAGQKSLREGQGSLPEAGQKSLREGQGSLREGEQNNVSEAGFLQAVSSDRQNSLNQDAVPHRQQSLTKPASTMQRVSSLAGELVRAGSVVAT

>gi|748381816
MGYIPPSNSKIFIVKEQFRFGTSWDHFCLFIGLVCAILSGISQPVLALVSGRVTNVLLVYPPNSKEFRNKAYENVYIFLGIGVFIFITNFIQYVRAILRQNAGWFDE

>g1i|628303672
MGGDEKIDIPEPAEDGNKNQKTQLSAWKAYWRLLTYANLVDIFLRICGAAAAVAAGSALPLMTIILGDFVQDFNNWGTGVVQPAEFRHKVNQNTLWLLYLFVGKFV!

>gi|734560022
MGGRNSKSNEHEKLLNPNSKYGSMGSIDEKQCEMGSADRPVHSLSAKLRSACAKALCAHGCCRPRKSNSINERYDDEKKAPEFKPVSAFQLYRYATCLDKIMVFIG]

>gi|731361723
MKLDIEKFDRSINFGLWQVKMKALLIQNGVHKALEGKVKKPTTMTEEKWEELDLKALLATQLCLSNEVLREVAKEDSSAGLWLKLESLYMAKSVTNRLLLKSRLYSI



>gi|703130431
MKSDTLLDYAVFQLSPKRSRCELLVSSGGYTEKLASGSVKPFLTHLKVAEEQVALAVQSIKLESEKSKNAETWFTKGTLERFVRFVSTPEVLELVNTFDAELSQLE!/

>gi|701778169
MEQGMAEKPDSKASPQANQESTSIVDTNAAPQREPTFQDYLRLFKYANNWDFLAYAAGTTAAISSGVTVPLLNVVFGKFATQFSAYAGTQTLEKGQFQGELNKLSL)

>gi|700211076
MGSRNEKEEMTMGSSSSSSSSSFGVIFRYADWVDILLMFLGTIGAIGDGMSTNCLLYFASSLMNSLGNGHIQQNFMDNVNKCSLYFVYLGLVVMYLAFMEGY CWSK

>01|674865400
MLYVASASWVICFLEGYCWTRTGERQAARMRERYLKAVLRQDVAYFDLNITSTSDVIATVSSDSLVIQDVLGEKLPNFLMNATAFVASYVVGFIMLWRLTLVGFPF]

>g1]695461129
MPARRPALRVVSLLPSATENVCALLSACQSSSSSSLPSSAAVPQLVGRSHECDFPTDASVQQLPVLTAARTAFTNSADTHSQVREALASASSLYHLDAARLAALRPI

>g1|695458360
MPDQLPYARLVTPRVSSSSASKGVPSVDGATLAVDVFRLSAATSHQGKDPEFQAAEVASFSFLELYRFATLSDRVLLVLGVIMAAINRALFPCIALVFGEAIAAFA(

>g1|661176720
MQYEQVTYSDRNEGLFKSIYIGVGCVILKTLPPLIIHRCLYVFHPFLFYVMMFFNTTRQTSPFQKMQDQDSISSISQEVISNNDDNPHATTNHRGGQRRFLSSLLRE

>gi| 682473051
MVLERVPTSVPSPTASSDRYTELSSLLELVRGTLLDHVAEADASNAARQSGQHSDAIPHAQAAALLPPEIVSQRLSLSLTEKPQGKDGLLELTDRILRLSINTWDQ(

>g1i|682430006
MATLPSRTVEPEKTDPGISDAVNPLPKNIAGTDEKTATDGYSPQAITTAEQAFLDEQLHFDYVKLSFIGIYSFATWKDLLLVLISAVCAVIAGALIPVTPVVSSRI]

>0i|682367251
MEGDDAGTTSALTAAGGRACDTCRARKVSFLYVDLIPLSNAFRFDVIESHLAQTAKFLKLRVDFLLKPVSIDKGFSFLAAKERLVGIENSLRTLVLESQQRAHPGT

>g1]682292239
MFNQGHQPGQHGRPTTGNRLPIMYNFQHQTSHQQTHTQHHQDHTHTNGNVAHHTTYSSGVLSNSTPNFTPANQTGHVTPQRGAQAQINEHWAEQLKVYKETERAHS]

>gi|676381397
MPMFTVILGDATDAMGGEEDGSYAREMREPLKMMGFLMVFIFITATTHSGLLEWSSQRQGARLRRAYLEAAL TRDQAWFDVHDAAAL PTRMAVECAKVVDAIGPKF(

>gi|676275129
MRCLVGRRGVRAEDPSGGAGKKLKMGDNSKKKKEKKPTVSTFAMFRYADRLDRFYMVLGTLAAATHGAALPLLMLVFGDMTDSFSNAGNSVSSNSTNQSVINKTLI

>g1|676266555
MVLHVSAHGLLLHPFPNTKTGEECLWLAQETQTRLLATVLLWRSVVPILWKRNPLDRSTNPTLQAVGLWLLIAITMSDSVILRSVKKFGEENYAFESDTSHNNDKKS

>gi|675868070
MTHLYDLEQTSGNDPTSNHIHDEITSHNHKNIGNDQVLSNGSSNLTNHTMVPIKKNSLKEETGKASDGNAYQNSMVNGLEDVSDKKSQRGKKNKIKDSSADKESKKE

>gi|675865148
MKTTMKRRRRRRRRRRGRRNYKYASCFEIILLLIGILCAVIQGSALQGPYVIMSDTIDSYAEYLRCKKIVENQTDSGGSEANTSSLVYDFLSELTRWPYVLEHHRH(

>g1i|674237968
MGQNHNNRDNIVEIVSKDCLKFIYLGLGTLVAAFLQVACWMITGERQAARIRSLYLKTILRQDIGFFDIETNTGEVIGRMFGDTILILDAMGEKVGKFIQLIATFL(

>g1i|673015494
MRHPSPAMGSIQEGDYDAVLTPKPAEHDNADVFPSSPMHQSGSMVPLLQLFRFADSIDVALMVVGALSAFATGAAIPLRILLFGNVVSALNPTEGSNLLAEVASISI

>Q1|672829244
MSSPSSNNNLKEEVFEEKLDTTPSSSHIVDMGHDIPPSVSTLTEKASSKKNKKKKGKKGKKGDNEDDDKEEEEEEPKVAYFRLYRFASSWDWICITIIGTICAFVNG)

>gi|672818270
MYQYDSYTNYYYYDDDNDDDDNNDDDNNDDDNNDDKKTRGLEATNINATVSEPMESTGSDVKKQPQVAQTIPSDQTEGDDDEGGGFCGLFGKKKKGNQPKKQVEAV(

>g1i|669306061
MAASENEKQALLPSEGEKPPSSIGSYGSVDSLKSSAKGSDKSRGIFSDLFYFADSWDYILMFVGTIFAITHGAGWPTLSIITGHMTDTFIRAQITDFTSNTSWQEA/

>gi|666436345
MVLVAMSLPSGPFPELAYPVIPFPVLAIGTKLAFLSGRSTYRFHSLHQSYGNIVRFAPGQATTNTVKALRQIYSTGTGKGAAFLKTSFYRNISRRNIFTAADPVYH!

>gi|661881275
MLVLFLLSVICKIGRISIEMYSPVVKKLLYMGIAATVASFIRGICWAVSAERQVSNLRYSYLRSLLRQDITFFDEEIKTGQVIGNMSRDIGRTDAAIGYRACDMSV!

>gi|658049089
MDLXXCSXXAXXIXTXXXXXXLXLXKMREKXVXXNLRGXIXXXXQXXXXXXXDXXXXXXVXYRXKGXXLXXEXNLXMKLTXXRSXGXVDPGWXHGVAQDEKKKKVK(

>gi|643707890



MVKTTPADQPDEQEEVIIEVEEKKNNDGHDEKEKLKNVSNGVLPFHKLLSYADSVDWVLMVLGTLGSIVHGLAQPVGYLLLGKALDAFGNNINDTHAMVQALDKVIF

>gi 636759031
MASSMREMDPLGKSDHDKAANEISSNKSDVNEAKQLPVDTRRLNEEEEGILNLQVNVPDVKIGLATFFRYATRKDLVVFSVSSLCATAGGAILPLMSVVFGSLAQSH

>g1]|576701538
MGDKKDGENVLLEEFGARSTTSDDSYLLGADPDFGDASLKFYQLLRFSDATDKFLFCLGIFGSVVTGLAQPLSLLLLSKLVTSFTDGSNVTLVEKMKVFLPYYISIC

>gi|629089883
MHADGVDKCLMGLGFFGTVADGFSTPLVLFVSSQLMNDIGSASSMDPASFRHSINKNALNLFYIACGLVVACFLEGYCWTRTGERQAAKMRARYLSAVLRQDVTYFI

>gi|615429101
MVSVTEKSETDDGADLGLESADSRTSTPEQNGKSGFALLYSATCKVDVFIVSASLVSAVIGGALMPLMTIVFGKMTGEFQSITTSTGDGSGYSSRLNQFTLYFVYL/

>gi|597880196
MGFRKSKKDEKKTEKDDNEEAAKKVSIAQLFRYATWKELFLLFIGIGVSLVTGAGLPLMSILQGKITQAFVYEQMYRTNTTPGPNFHYNDTNFNNDVMSAVYGYTAR

>gi|597868404
MNEKSTSKYKVTQPDKLTDPPPTEPDKVPLPMLFRYATKLDFCLMFFGALLAATQGTLNSTSSLIFRHLMDALIIGQFEWDIGVFDDYEFSQLAMNAVYSYTLFGT(

>gi|597751160
MGISEEKTLVETAFGMAQKGSVLSYQLPILPTKSVKMHHDAPSYPSLPLGDYRLLPTECVHVCTQEEHFFLKSLTVTLDMANKIELATREQAADQEWHQLQVIPVGE

>gi|588261655
MMDSANSVNIAIEEDKKDKSSVSFFALWKYSNGLEKFINLVALVAAIGAGTGLPLMTIVLRDFTDSFVEFGSAIQSSQANIDEITQKFKTDTNSTAIYFIYIAVGV/

>g1i|585702635
MKGNKVDEGVEMTENGNPPSYEDAVSQTGDNSPAVLPVTTIPSNGASNHAVTVHDNNTEQDKEQEPKKSDKDEEVKVKMVGFGQLFRFAKCFDIFLLAIGLIAAFTE

>g1i|585108939
MSVRGVPQLRSLLLRYSDRDGSSRAMREYIGSRLVAFAQAHGHVKITTQLKRNVHPVVQADYVFGDPKVVCVRRATTAEEVEKVILALRNTTGRKVKPLNKPVVSRI

>gi|560139751
MTAIKEEEGSISRTFFEKLLDVLLCRGDLSTEKLERKPVSVAELFRYASRRDCHYVAAGFVLAVVVGAIMPLTCIFGGLYVNIYLMNTDHVGNESLWRQAMYLCAG)

>gi|570970031
MVKLELASDKQASTRNSIVDGQLVHLSELFSYADGTDKILMILGAIGAMVAGIAQPIQIVLFGDVLNTLHPSNGGTDIEDGVRDVALKIVYLAVAVFFAGIFQVACY

>gi|309363750
MGLFKKKKDDSSSEGPTVVGFIKNFIFRSEKKEEAPPPPKISIFQLFRYTSTMDRIMLIVGILVSCATGLGLPLMSIIMGNVSQNFVEIGTILMNSTDPAVIKKAKI

>gi|551675610
MSALPEQISNEASEIKGDVVLKNLASGSAVTLPDEDKCPVVLAGSDRPQPDEAKKDDDLGEKASFFALFRYADAFDCILILISFVCSLATGAALPAFTLFFKDLINC

>gi|551649690
MSGATIVFSAQDDLEMTSMQDHHDVKVEKLAEAGDPVVEKASFMELFKYADMVDMLLMSLGTLGAIANGCLLTMFSFFLGDLVQVLSGSQYASSSESIQRSLSERV!

>gi|546322163
MPPLATLSPPRQPGSALYCPADSHPSFLLHPSHSANTTPSRASSMASSMASSPLDGKAAVATDDNINSNEPLPTTDSGNRS ITSRIKAMIKPEASDNEKDRDNSLP

>gi|546306993
MQNVNCHDGGGWECDWLRQNRHACIERPLRGIAIKTTPGCTYSAVVDDQCKTWCPGDWPLSRAGLAHACPLVPNRKLSFLTALRTPFTMEPGDSDLKPSSAPPKWKI

>01i|413918684
MVDAPAPAGSTAAAKEKASALELVRYADARDWCLMALGALGSFGDGMMQPLSMLVLGDIVNSYGGAGTADSAFSSSAVDKFALRLLYVAVAVGACAFLEGLCWTQT/

>gi[551663131
MTKVYTLDHESDAVDARKGSVSDPDAESKSTSDTKEDEGKKAKKMVSFSQLWRYATTTERI IYEHILMRVRHEYMRSLLRQDIGFYDTHRGGEATSKLAETTLALS!

>g1|546683294
MTSRNIYNMTERHDGTATDKERASDVNVPPIDDPESTDASSFTGLYRFATRPQKCVIIIGAIIALICGALQPLNHLLFGDLTQIIIEYSEACLNPNSTNCSVAGDNI

>gi|541045086
MKRAQRVHPNGADIALNNLDQHAHDDVRKVHQRSRPTGIKYFKEEFSSFVNIYRYAQPIDYILIACGTLLALGQGILNSISSVIFKQLTDSFAFAQRNIINNSAFTT

>g1]465795132
MSYVRLFRDLSKTEYAALVVGTVAAIAAGVPLPIIGVLFGKMVNGFNEQACVAHTLAPPDPAQQAEFLQDVQDHVVQIIIVAAVNFALIWIYTSCWSFLGERIVRRL

>gi|309366095
MKRSSRRIPRDGKDGKDGIELKNLKKTAKEKDTDIKLLTTSSDSDSPTPCQLSTFQVILNFITFRCFQNKETLEDEPIGFFELFRYMKPMQLFCLIAGFILAAVSGH

>gi|309357787
MVLSVKGDEPVEDGMKIATDHVELGHDPKRKIKKSKSSGGNSLSNLYSSFFKICYKAFFFQFRHSDCLDYLLLLGGIVFSSASGALLPENSLIFEGITNVLMQGQS!



>gi|471879003
MELTKQDNTRNTSSRRPQHSGPAFFYAFTYADRADWLLYGVGGVAAIISGAGFPVLDLVYGYWTTALVSVDMTPSSLRGTTNTMAGVCLGIGILQFITGSIFLSCFT

>Q1i|471214754
MYPTIKKQLISILHRGSMSVAAQLQDFEVFNVNPDPNEIMVRNQKPIEQGTIGFFSLYRYANWVDIFLFVFGTFGSFASGALKPLTTLVYGDLVDVFAFRVNEDIIS

>g1i|471204135
MRDQMRSFQNVMSNGSINIQKQSDNDKIEKGGMNKLTGSKNNGTKSDFVMELDSKSYDQFEQFETFNVSEDPNFLITMKPIKEESGKIAILSMYKYANWFDYTLLL\

>Qi|470244866
MDHDTNSIGVSDQAADGDHSVNANNNNNNNELQAVDLINNADDNVSLCPSDVNIISQNDKLKQQQQQAEEEGADKKKKKKGFFGKKKKDGKEDDKPAEEKKPMVSF

>gi|403344971
MQGNQQIEQSDIKLHMDGVSRGNLSPTHNKKNNFDPNFNDPKGESKQIMPPRDEMVKQLLTSIDGKIRERDAKKNPPMVPYRKILLTFADRADRIFLTIGFASATIL(

>gi|403337307
MSESARQQTDQQNLLQDNGNQDPVDVLIRQVDSTINRERTGTNSLGPSVSYSKLYCLASGSDKTLLYFGWISAVVAGCGMPSFVFLIGDVIDSFDPSKATKDEMLD'

>gi|401404748
MRPPAKGSPGPAGAPPADGPAETGPSSPRAEPVAATVAQALAETAGFAAPMLASSAIGATAVNEDAAVRATSEEPGQAAGVEAGGEGKKLFSASGDANARDRRATD!

>gi|396489924
MGLWSTAELRYYYHAHWAASSSRRKSPRATLGKEPATFQGSIRKMGYLSSFQVPFGLNATHRERITNNILSMASVVFEASDRCNSFSIAKPHDSDDGSSETQLLLSS

>gi|313234010
MKKDKKINAFEMQEKEEEKDKSEIVKKRGIIDLYKYADGLDVFMIILSGIFSIIAGLLVPAAYVIFGDMTDTFVDFGFLGGCSNETAYEDYFNFTLYFLGTMTQYS!

>gi|298705125
MATLVPQDESSQDALLPKAGLPDAKDTTDAESKKMMANTVAKPDPSTEKKGDKPKEEPKPQVPFSKLFTFADQRDMLFMFIGTIAACVQACTMPLFMTTFGDTLDGL

>gi|297740623
MNKDGGETTAKRLDQQKVTLYKLFSFADQSDVVLMTVGTISGMANGCSRPLMTVMLGKTINKFGSTDQSQIQVVHVELGVFLLVLLYLAVASGIAGFLQTSSWMVTC

>gi|297736819
MFVGAVAAAANGYSTPLMTILFGDVINSFGKDSNSKDMVHEVSKVSLKFVYLAIGTGVASFLQVTCWMLTGERQAARIRSLYLKTILRQDVGFFDKFTNAGEVVGRI

>gi|389633341
MGSAAVGRSPSTEKPSLEKGSGVAASSKPVEAANSKDEEPADGGFKSFVRIFTFARPIDYVTLSVALLGAFVSGAAMALTNLVLGQFVNILGDFSTGASSPEQFRAC

>g1]314912068
MRWNKY IVTPEKERKKMPDGSHMNGI INSGFEE IELNDNNSVLNPEEEKKNGETVEHKSSVVSNDNLKLDINEDISNTHVPFMKLFSYATRSDLIFIGIGILAALLC

>gi|357627714
MTAHKDSFIYSTHQFGIYYSCVGVVLFFGGYLGTALISTAAINQIFRIRISYLRAALNQDFAYFDLHQTGDFASRIAEDMIKLEEGIGDKVSSLVHNAAVSLSCII!

>g1]353231822
MAHKRRKNFASPATKCDDCNLDLLQNGQEKGLLSYSSIRYKDLFGFATSSDIFLLSLGLFLSVVFGAAFPVSILVFRWVVNDITSTVGVSYVKIYRASVWIAVIAAC

>g1]|315055313
MEQLSSSSRPSAVDDDESAREVLQRQLNGLPAVQMKNSTVLAYARPLDIALIAISTLSAIIAGALNPLLTVIYGLLVGSFQKHAHGMEESSQLSSSVSKFTLYYVYI

>gi |308494931
MENNENELLLPPENQKKYSNFTSFSLVVWKCTSKLEKFLFLLGIASAVLTGLCQPFMSYTFGEVSQVFVKITSAVNNKTIGWFGRTDYSSKVFFPDPSDLDRAYET]

>gi|302830149
MATGMGDFGNMMRKRGRDDEGDGIKKVFVAGLPFNVDWQELKRYFRTAGTVVYAGVMKDKEKGTSKGCGVVEFETAEQAQNAIQLFNGTQMAGRTIYVRLDQDNAI(

>gi|302818934
MAGTSLFRAATTLDATLMILGTIAATANGLALPATILIVASLVYDQYGRSESSPMKTHPKEFAQRYLSTIATAAMLAAYLNVSCWSCTADRQVRKLRLMYMSSLLSQSY

>gi|302813477
MGPERSVSYISLFRFADAKDFVLIAAGTLGAVVNGLTFPAMLIIRGHMIDNFGTLPQDGAMSTKISQDALLFVYIAIVAWIASYIEVSCWMFTGERQASRLRALYLE

>gi|302767578
MEQQSGSRSIDSSSYYSKSILSIQDLQQRTRSYDNLARPSHAQQQQRDISDAHSVVVARDRDYGYGAVNEKDLAEEADSLSVYSIDATKNADQAQEDEGFSYWKLF(

>gi|302758292
MGTLSNEDLARYIAPCGGGGGGTEREVEVSAENNVSASSEVPVGLELDDSELLFIEELAGNRDYFDSDEFFRLEYGSSKSCIDVEGRNFKDIDQIEPEDLDFAWKG(

>gi|302662567
MPANEIDQGAKPSGFKSYRRIFRYADRKAWLLYSISFLAAIIGGSALPLMDLIFGKFVTTFNNFANGSISSESYIQEVSKYSLYLVYLFLAKFFLVYIHTLAASVA/

>gi|302660388
MAVEEKNSPTGAAMTNTGILAPSSQPSQPESIYSFPNTYLKWWTKTQKFFSRENTITPTFGYFRLLFGTQPGKTDIALIVIGTIAGIGAGIPFPLLGILFGELVDDI



>gi|296807607
MPIFCSIKQKLSRSNKHEDREVFSLFRVYGLLWRFSTSFDVLLQILGTIAAIGAGTTHPLMTLVFGQFVNIFNNHDSSKTGQLLASVNSATLYFVYLFLAKAALIY\

>gi|294936183
MSIGTAVAPSTAESDDVVVASPTTRTKKKIVPYYKLFRFATRAQLIAIVVAVLAAALHGISLPMFAYVFGDLVDVLGNPEGVDFMDEISKRCVYLVYIGLAALVLAC

>g1]294866649
MASSSSKQQQQQVVAGSPRQSDEWAEKCKMLMLENAEEDRRRADMVLERYLTLIEQQYEGI ISNLPKSVLNMKVSEVDPKALKPIARTYRPRTEAPESTENREPNRI

>gi|6573748
MQPSNDPAIVDMAAAEKEKKRPSVSFLKLFSFADFYDCVLMALGSIGACIHGASVPVFFIFFGKLINIIGLAYLFPQEASHKVAKYSLDFVYLSVVILFSSWLEVAC

>g1]238500560
MKHCGQKVLVDIHPKVRGNGDGDGDDSNQQKMLRYATALDRLTMAVATVAAAVAGAALSTVPVVIGAFTQHFSDFLNGKSSSYDLEHDARHLALYFIYLGIISFVGL

>gi|268530808
MNRKREKESTISPSNSQSSSSSESSSSNSFSYCSLLRYSNKVDRLLLGLGIFLSISQGCCSSLNAILFRDLTDVLISGQGSYTNQTFDHQQFNNETLNIIHTYFLYC

>Qgi|242081795
MSTNDPDEIRARVVVLGAPHADDDAGDEWARPELEAFHLPSPAHQPPGFHLAAGHQPEAAAEQPTTLPAARRTSDTSTAAGAAPPSPSPPPPPAPLEMDQPPNAKP/

>01]242075048
MDDFSFSRSGTHLQPPPRRQRQPAAAAAAAGAHSPFSTTTDNSATSFATTTATPRGILRRRRGGLDDTSWQSSVSWQPADTSWAQPHGLGAAVGPWAPAGSDAASRI

>gi| 167395240
MSTSVNPASNPGVEMQLLTDGFDIFDVTPDPNNLMAAAPRTTDKGSVSVFMMFKYATWIEIIFNIIGVVISLCDGVLYPLIAILIGDVFDSKAFNPLAYDVAEIENL

>g1]|167375268
MNVTTNTITDAFAIFDVTPDPDELARKNKKPEDSGSVTVRQLYRYANWLDLILLAVGIFGSIGCGVLTPCQMLVMGDMVDTFNTNDLMKAFPSPDAMYDPNYYLPF

>g1]145525789
MKTDGAAENQAL TNGNGANAQPQQEPMVPY FELLRYASPKDKVLMFIGGFAAFCNGAAFPSFSIIFGDMTDSFSEAGDEMVRQAGLNAMQIYRKTQYRYFVIVAVGT

>gi|145523131
MNTQVNENDPLKSETKKQDDQDVPYLQLYRFASKYDYGLMLLSMIGALGNGLSMPIYSIIFGDLTDSYAYDDDNIKIRKAGFNTLQIFFGDFRYMAILGISTLLVTI

>g1]|170590672
MTVLKTGNEFSDAFSEQYEQSAIDKFISTILCRGDFARQKLDAKPVSFFQLFRFATTYDRFMMILGAFLAVICGIGQPTICLIGGKITNILLVTKNYTICLKNVSLN]

>gi|147796332
MGEDGEAQAKAPXRGRKADEEKVPFYKLFSFADKLDVGLMIVGTVCAMANGMTQPLMTLIFGQLINTFGDSDPSHVVHEVSRKTSNKLPVIVTEVSSWMVTGERQAT

>g1i|66947665
MPEPELLGYKPAATEGNGQVPSTGANGIPDPDKVLFKNGRVSPTSSQKDDKKKKKKKDGKDGEEEKEPEKMVGFFEVFKYSTCVDKLLMIFGSLFALAHGAALPAM]

>gi|47225423
MVGPITLFRFADRWDLVLLVSGTVMAMVNGTVMPLMCIVFGEMTDSFISSETGKHNFSDLTLNSTLQEDMQRFAIYYSILGFVVLLAAYMQVSFWTLTAGRQVKRIF



