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REMARK   4 XXXX COMPLIES WITH FORMAT V. 2.0
HELIX  997 997 SER      2  PHE      7  1                                   6
HELIX  998 998 TRP     12  LEU     52  1                                  41
HELIX  999 999 SER     63  ASP    131  1                                  69
HELIX  *** *** GLY    136  THR    176  1                                  41
HELIX  *** *** THR    182  VAL    220  1                                  39
HELIX  *** *** ILE    228  PHE    234  1                                   7
HELIX  *** *** LYS    239  ILE    256  1                                  18
HELIX  *** *** ILE    260  SER    290  1                                  31
HELIX  *** *** VAL    298  LYS    334  1                                  37
HELIX  *** *** LYS    400  GLN    408  1                                   9
HELIX  *** *** ILE    425  THR    427  1                                   3
HELIX  *** *** VAL    430  ILE    436  1                                   7
HELIX  *** *** ILE    451  GLY    458  1                                   8
HELIX  *** *** MET    464  GLU    473  1                                  10
HELIX  *** *** TYR    477  LYS    482  1                                   6
HELIX  *** *** LYS    486  ASP    488  1                                   3
HELIX  *** *** GLY    500  ARG    514  1                                  15
HELIX  *** *** THR    530  ARG    544  1                                  15
HELIX  *** *** LEU    556  VAL    559  1                                   4
HELIX  *** *** HIS    579  GLU    585  1                                   7
HELIX  *** *** ILE    588  THR    594  1                                   7
HELIX  *** *** ARG    609  THR    616  1                                   8
HELIX  *** *** VAL    622  THR    650  1                                  29
HELIX  *** *** THR    657  ARG    708  1                                  52
HELIX  *** *** VAL    711  ASP    715  1                                   5
HELIX  *** *** THR    721  ILE    762  1                                  42
HELIX  *** *** THR    768  GLU    812  1                                  45
HELIX  *** *** PHE    814  THR    816  1                                   3
HELIX  *** *** GLU    823  ALA    871  1                                  49
HELIX  *** *** GLU    882  VAL    901  1                                  20
HELIX  *** *** ALA    909  GLU    923  1                                  15
HELIX  *** *** ARG    957  ASP    959  1                                   3
HELIX  *** *** LYS    986  GLU    994  1                                   9
HELIX  *** *** VAL   1016  ALA   1021  1                                   6
HELIX  *** *** ILE   1037  ILE   1041  1                                   5
HELIX  *** *** GLN   1052  ALA   1062  1                                  11
HELIX  *** *** HIS   1065  GLU   1069  1                                   5
HELIX  *** *** LYS   1074  SER   1076  1                                   3
HELIX  *** *** ASP   1081  GLY   1083  1                                   3
HELIX  *** *** GLY   1088  ARG   1102  1                                  15
HELIX  *** *** THR   1118  ALA   1131  1                                  14
HELIX  *** *** THR   1146  GLN   1148  1                                   3
HELIX  *** *** HIS   1167  ALA   1172  1                                   6
HELIX  *** *** ILE   1176  GLN   1184  1                                   9
SHEET  434 434 1 LEU   359  ARG   362  0
SHEET  435 435 1 VAL   364  PHE   366  0
SHEET  436 436 1 LEU   377  LEU   380  0
SHEET  437 437 1 LEU   382  VAL   384  0
SHEET  438 438 1 THR   389  VAL   393  0
SHEET  439 439 1 MET   417  SER   419  0
SHEET  440 440 1 ILE   437  SER   441  0
SHEET  441 441 1 ILE   518  ASP   522  0
SHEET  442 442 1 THR   548  ILE   552  0
SHEET  443 443 1 VAL   564  GLY   567  0
SHEET  444 444 1 VAL   945  GLY   948  0
SHEET  445 445 1 LEU   968  VAL   970  0
SHEET  446 446 1 THR   975  VAL   979  0
SHEET  447 447 1 LYS  1003  LEU  1005  0
SHEET  448 448 1 GLY  1024  SER  1027  0
SHEET  449 449 1 LEU  1107  ASP  1110  0
SHEET  450 450 1 CYS  1137  ILE  1140  0
SHEET  451 451 1 LEU  1152  GLN  1157  0
SHEET  452 452 1 ARG  1160  GLY  1165  0
ATOM   5816  CA  MET   611       3.656  64.194  28.119  1.00  0.00           C
ATOM   5817  CB  MET   611       3.936  62.700  27.893  1.00  0.00           C
ATOM   5818  CG  MET   611       3.291  62.162  26.613  1.00  0.00           C
ATOM   5819  SD  MET   611       3.609  60.405  26.268  1.00  0.00           S
ATOM   5821  C   MET   611       2.189  64.345  28.396  1.00  0.00           C
ATOM   5822  O   MET   611       1.421  64.786  27.541  1.00  0.00           O
ATOM   5848  CB  ASN   614       2.509  66.825  26.030  1.00  0.00           C
ATOM   5849  CG  ASN   614       4.007  67.060  25.881  1.00  0.00           C



ATOM   5851  ND2 ASN   614       4.709  66.079  25.252  1.00  0.00           N
ATOM   5853 2HD2 ASN   614       4.272  65.224  24.907  1.00  0.00           H
ATOM   5854  C   ASN   614       0.511  68.051  26.260  1.00  0.00           C
ATOM   5856  N   LEU   615      -0.305  67.001  26.349  1.00  0.00           N
ATOM   5857  HN  LEU   615       0.016  66.184  26.868  1.00  0.00           H
ATOM   5858  CA  LEU   615      -1.603  66.958  25.757  1.00  0.00           C
ATOM   5859  CB  LEU   615      -2.348  65.694  26.234  1.00  0.00           C
ATOM   5860  CG  LEU   615      -3.825  65.553  25.816  1.00  0.00           C
ATOM   5861  CD1 LEU   615      -3.974  65.210  24.330  1.00  0.00           C
ATOM   5887  CB  TRP   618      -1.535  69.204  22.916  1.00  0.00           C
ATOM   5888  CG  TRP   618      -1.540  68.626  21.529  1.00  0.00           C
ATOM   5889  CD2 TRP   618      -2.256  67.432  21.191  1.00  0.00           C
ATOM   5890  CD1 TRP   618      -0.819  68.973  20.424  1.00  0.00           C
ATOM   5891  NE1 TRP   618      -1.029  68.052  19.424  1.00  0.00           N
ATOM   5892  HE1 TRP   618      -0.603  68.071  18.497  1.00  0.00           H
ATOM   5893  CE2 TRP   618      -1.913  67.098  19.886  1.00  0.00           C
ATOM   5894  CE3 TRP   618      -3.105  66.660  21.924  1.00  0.00           C
ATOM   5895  CZ2 TRP   618      -2.415  65.973  19.295  1.00  0.00           C
ATOM   5896  CZ3 TRP   618      -3.639  65.547  21.317  1.00  0.00           C
ATOM   5897  CH2 TRP   618      -3.298  65.209  20.025  1.00  0.00           C
ATOM   7055  CA  ILE   739       5.911  67.444  22.258  1.00  0.00           C
ATOM   7056  CB  ILE   739       4.859  68.507  22.132  1.00  0.00           C
ATOM   7057  CG1 ILE   739       5.387  69.698  21.316  1.00  0.00           C
ATOM   7058  CG2 ILE   739       4.409  68.888  23.553  1.00  0.00           C
ATOM   7059  CD1 ILE   739       4.293  70.680  20.902  1.00  0.00           C
ATOM   7060  C   ILE   739       6.208  66.942  20.853  1.00  0.00           C
ATOM   7061  O   ILE   739       5.782  65.852  20.459  1.00  0.00           O
ATOM   7078  CB  ARG   742       5.104  62.675  21.468  1.00  0.00           C
ATOM   7079  CG  ARG   742       5.411  63.189  22.885  1.00  0.00           C
ATOM   7080  CD  ARG   742       6.082  62.170  23.818  1.00  0.00           C
ATOM   7081  NE  ARG   742       6.307  62.842  25.132  1.00  0.00           N
ATOM   7082  HE  ARG   742       6.092  63.834  25.232  1.00  0.00           H
ATOM   7096  CG  LEU   743       4.132  65.091  16.886  1.00  0.00           C
ATOM   7097  CD1 LEU   743       4.008  66.408  16.108  1.00  0.00           C
ATOM   7098  CD2 LEU   743       2.786  64.365  17.033  1.00  0.00           C
TER   11277      ALA  1185
HETATM11278  O   LIG     1      -1.195  62.934  20.837  1.00  0.00           O
HETATM11279  O   LIG     1       2.089  63.376  24.301  1.00  0.00           O
HETATM11280  O   LIG     1       2.090  59.798  21.440  1.00  0.00           O
HETATM11281  N   LIG     1       0.479  61.405  21.141  1.00  0.00           N
HETATM11282  N   LIG     1       2.086  61.623  22.833  1.00  0.00           N
HETATM11283  C   LIG     1       0.502  63.490  22.473  1.00  0.00           C
HETATM11284  C   LIG     1      -0.164  62.597  21.423  1.00  0.00           C
HETATM11285  C   LIG     1       1.615  62.837  23.299  1.00  0.00           C
HETATM11286  C   LIG     1       1.590  60.873  21.777  1.00  0.00           C
HETATM11287  H   LIG     1       0.072  60.839  20.401  1.00  0.00           H
HETATM11288  H   LIG     1       2.866  61.218  23.343  1.00  0.00           H
HETATM11289  C   LIG     1       1.059  64.707  21.790  1.00  0.00           C
HETATM11290  C   LIG     1       1.531  65.767  22.553  1.00  0.00           C
HETATM11291  C   LIG     1       2.047  66.897  21.918  1.00  0.00           C
HETATM11292  C   LIG     1       2.086  66.958  20.524  1.00  0.00           C
HETATM11293  C   LIG     1       1.608  65.889  19.767  1.00  0.00           C
HETATM11294  C   LIG     1       1.092  64.759  20.402  1.00  0.00           C
HETATM11295  C   LIG     1      -0.592  63.931  23.454  1.00  0.00           C
HETATM11296  C   LIG     1      -0.868  62.858  24.484  1.00  0.00           C
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