Finding intermodel H-bonds
Finding intramodel H-bonds

Constraints relaxed by 0.4 angstroms and

Models used:
#0 complex33.pdb

H-bonds (donor, acceptor, hydrogen, D..A

GLY 691 N
GLY 737 N
GLY 737 N
GLY 740 N

PHE 687 0
ALA 733 0
GLN 734 0
LYS 736 0

GLY 691 HN
GLY 737 HN
GLY 737 HN
GLY 740 HN

3.016
3.435
2.651
3.354

20 degrees

dist, D-H..A dist):
2.134
2.558
1.916
2.343



