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REMARK   4 XXXX COMPLIES WITH FORMAT V. 2.0
HELIX  777 777 SER      2  PHE      7  1                                   6
HELIX  778 778 TRP     12  GLU     53  1                                  42
HELIX  779 779 SER     63  ASP    131  1                                  69
HELIX  780 780 GLY    136  THR    176  1                                  41
HELIX  781 781 THR    182  ALA    219  1                                  38
HELIX  782 782 ILE    228  PHE    234  1                                   7
HELIX  783 783 LYS    239  ILE    256  1                                  18
HELIX  784 784 ILE    260  SER    290  1                                  31
HELIX  785 785 VAL    298  ASP    337  1                                  40
HELIX  786 786 LYS    400  GLN    408  1                                   9
HELIX  787 787 ILE    425  THR    427  1                                   3
HELIX  788 788 VAL    430  ILE    436  1                                   7
HELIX  789 789 ILE    451  GLY    458  1                                   8
HELIX  790 790 MET    464  GLU    473  1                                  10
HELIX  791 791 TYR    477  LYS    482  1                                   6
HELIX  792 792 LYS    486  ASP    488  1                                   3
HELIX  793 793 GLY    500  ARG    514  1                                  15
HELIX  794 794 THR    530  ARG    544  1                                  15
HELIX  795 795 LEU    556  VAL    559  1                                   4
HELIX  796 796 HIS    579  GLU    585  1                                   7
HELIX  797 797 ILE    588  THR    594  1                                   7
HELIX  798 798 ARG    609  THR    616  1                                   8
HELIX  799 799 VAL    622  THR    650  1                                  29
HELIX  800 800 THR    657  ARG    708  1                                  52
HELIX  801 801 VAL    711  ASP    715  1                                   5
HELIX  802 802 THR    721  ILE    762  1                                  42
HELIX  803 803 THR    768  GLU    812  1                                  45
HELIX  804 804 PHE    814  THR    816  1                                   3
HELIX  805 805 GLU    823  ALA    871  1                                  49
HELIX  806 806 GLU    882  VAL    901  1                                  20
HELIX  807 807 ALA    909  GLU    923  1                                  15
HELIX  808 808 ARG    957  ASP    959  1                                   3
HELIX  809 809 LYS    986  GLU    994  1                                   9
HELIX  810 810 VAL   1016  ALA   1021  1                                   6
HELIX  811 811 ILE   1037  ILE   1041  1                                   5
HELIX  812 812 GLN   1052  ALA   1062  1                                  11
HELIX  813 813 HIS   1065  GLU   1069  1                                   5
HELIX  814 814 LYS   1074  SER   1076  1                                   3
HELIX  815 815 ASP   1081  GLY   1083  1                                   3
HELIX  816 816 GLY   1088  ARG   1102  1                                  15
HELIX  817 817 THR   1118  ALA   1131  1                                  14
HELIX  818 818 THR   1146  GLN   1148  1                                   3
HELIX  819 819 HIS   1167  ALA   1172  1                                   6
HELIX  820 820 ILE   1176  GLN   1184  1                                   9
SHEET  339 339 1 LEU   359  ARG   362  0
SHEET  340 340 1 VAL   364  PHE   366  0
SHEET  341 341 1 LEU   377  LEU   380  0
SHEET  342 342 1 LEU   382  VAL   384  0
SHEET  343 343 1 THR   389  VAL   393  0
SHEET  344 344 1 MET   417  SER   419  0
SHEET  345 345 1 ILE   437  SER   441  0
SHEET  346 346 1 ILE   518  ASP   522  0
SHEET  347 347 1 THR   548  ILE   552  0
SHEET  348 348 1 VAL   564  GLY   567  0
SHEET  349 349 1 VAL   945  GLY   948  0
SHEET  350 350 1 LEU   968  VAL   970  0
SHEET  351 351 1 THR   975  VAL   979  0
SHEET  352 352 1 LYS  1003  LEU  1005  0
SHEET  353 353 1 GLY  1024  SER  1027  0
SHEET  354 354 1 LEU  1107  ASP  1110  0
SHEET  355 355 1 CYS  1137  ILE  1140  0
SHEET  356 356 1 LEU  1152  PHE  1156  0
SHEET  357 357 1 VAL  1161  GLY  1165  0
ATOM   7072  CA  SER   741       8.808  63.317  20.639  1.00  0.00           C
ATOM   7073  CB  SER   741       9.717  63.223  21.878  1.00  0.00           C
ATOM   7074  OG  SER   741      10.833  64.089  21.748  1.00  0.00           O
ATOM   7075  HG  SER   741      11.394  64.031  22.513  1.00  0.00           H
ATOM   7107  CB  ALA   744       9.283  61.038  16.220  1.00  0.00           C
ATOM   7108  C   ALA   744       7.987  58.981  16.472  1.00  0.00           C
ATOM   7109  O   ALA   744       8.513  58.181  15.698  1.00  0.00           O
ATOM   7110  N   VAL   745       7.646  58.645  17.725  1.00  0.00           N



ATOM   7111  HN  VAL   745       7.311  59.353  18.378  1.00  0.00           H
ATOM   7112  CA  VAL   745       7.759  57.280  18.130  1.00  0.00           C
ATOM   7113  CB  VAL   745       7.510  57.077  19.595  1.00  0.00           C
ATOM   7114  CG1 VAL   745       7.514  55.565  19.889  1.00  0.00           C
ATOM   7115  CG2 VAL   745       8.579  57.860  20.378  1.00  0.00           C
ATOM   7116  C   VAL   745       6.803  56.408  17.384  1.00  0.00           C
ATOM   7117  O   VAL   745       7.202  55.474  16.685  1.00  0.00           O
ATOM   7140  CG  GLN   748      10.120  54.754  14.870  1.00  0.00           C
ATOM   7141  CD  GLN   748      11.560  54.523  15.311  1.00  0.00           C
ATOM   7142  OE1 GLN   748      11.870  53.528  15.964  1.00  0.00           O
ATOM   7143  NE2 GLN   748      12.469  55.466  14.949  1.00  0.00           N
ATOM   7144 1HE2 GLN   748      13.433  55.311  15.244  1.00  0.00           H
ATOM   7145 2HE2 GLN   748      12.212  56.291  14.407  1.00  0.00           H
ATOM   8571  CA  GLN   900      14.632  58.917  13.586  1.00  0.00           C
ATOM   8572  CB  GLN   900      13.491  57.948  13.941  1.00  0.00           C
ATOM   8573  CG  GLN   900      12.718  57.423  12.731  1.00  0.00           C
ATOM   8576  NE2 GLN   900      11.752  59.672  12.859  1.00  0.00           N
ATOM   8577 1HE2 GLN   900      11.250  60.447  12.426  1.00  0.00           H
ATOM   8578 2HE2 GLN   900      12.068  59.737  13.827  1.00  0.00           H
ATOM   8579  C   GLN   900      15.303  59.225  14.900  1.00  0.00           C
ATOM   8580  O   GLN   900      15.197  60.338  15.419  1.00  0.00           O
ATOM   8581  N   VAL   901      16.035  58.253  15.474  1.00  0.00           N
ATOM   8583  CA  VAL   901      16.604  58.476  16.780  1.00  0.00           C
ATOM   8584  CB  VAL   901      17.379  57.298  17.277  1.00  0.00           C
ATOM   8585  CG1 VAL   901      18.218  57.767  18.466  1.00  0.00           C
ATOM   8586  CG2 VAL   901      16.393  56.180  17.652  1.00  0.00           C
ATOM   8587  C   VAL   901      17.547  59.615  16.692  1.00  0.00           C
ATOM   8588  O   VAL   901      17.591  60.490  17.560  1.00  0.00           O
ATOM   8598  HN  SER   903      16.766  61.286  15.173  1.00  0.00           H
ATOM   8603  C   SER   903      15.726  63.792  15.081  1.00  0.00           C
ATOM   8604  O   SER   903      15.338  63.229  16.104  1.00  0.00           O
ATOM   8607  CA  PHE   904      14.042  65.597  15.236  1.00  0.00           C
ATOM   8608  CB  PHE   904      12.840  64.672  15.541  1.00  0.00           C
ATOM   8609  CG  PHE   904      11.843  64.763  14.432  1.00  0.00           C
ATOM   8615  C   PHE   904      14.402  66.327  16.497  1.00  0.00           C
ATOM   8617  N   ALA   905      13.373  66.477  17.357  1.00  0.00           N
ATOM   8618  HN  ALA   905      12.501  66.027  17.080  1.00  0.00           H
ATOM   8619  CA  ALA   905      13.334  67.183  18.611  1.00  0.00           C
ATOM   8620  CB  ALA   905      12.027  66.841  19.361  1.00  0.00           C
ATOM   8621  C   ALA   905      14.518  66.766  19.429  1.00  0.00           C
ATOM   8622  O   ALA   905      15.176  65.780  19.093  1.00  0.00           O
ATOM   8628  C   PRO   906      15.718  65.841  21.747  1.00  0.00           C
ATOM   8629  O   PRO   906      14.549  65.487  21.861  1.00  0.00           O
ATOM   8630  N   ASP   907      16.773  65.050  22.082  1.00  0.00           N
ATOM   8632  CA  ASP   907      16.772  63.637  22.438  1.00  0.00           C
ATOM   8633  CB  ASP   907      18.177  63.093  22.737  1.00  0.00           C
ATOM   8634  CG  ASP   907      18.111  61.573  22.636  1.00  0.00           C
ATOM   8635  OD1 ASP   907      17.000  61.042  22.367  1.00  0.00           O
ATOM   8636  OD2 ASP   907      19.173  60.921  22.822  1.00  0.00           O
ATOM   8637  C   ASP   907      15.918  63.456  23.679  1.00  0.00           C
ATOM   8639  N   TYR   908      15.329  64.554  24.143  1.00  0.00           N
TER   11280      ALA  1185
HETATM11281  O   LIG     1      15.481  57.909  19.932  1.00  0.00           O
HETATM11282  N   LIG     1      13.925  59.538  19.251  1.00  0.00           N
HETATM11283  N   LIG     1      16.046  60.091  20.148  1.00  0.00           N
HETATM11284  C   LIG     1      12.915  58.589  18.865  1.00  0.00           C
HETATM11285  C   LIG     1      13.491  60.907  19.289  1.00  0.00           C
HETATM11286  C   LIG     1      12.220  58.678  17.643  1.00  0.00           C
HETATM11287  C   LIG     1      12.938  61.564  18.175  1.00  0.00           C
HETATM11288  C   LIG     1      12.517  59.678  16.612  1.00  0.00           C
HETATM11289  C   LIG     1      12.836  60.954  16.847  1.00  0.00           C
HETATM11290  C   LIG     1      12.608  57.526  19.738  1.00  0.00           C
HETATM11291  C   LIG     1      13.599  61.614  20.505  1.00  0.00           C
HETATM11292  C   LIG     1      11.260  57.701  17.320  1.00  0.00           C
HETATM11293  C   LIG     1      12.545  62.910  18.290  1.00  0.00           C
HETATM11294  C   LIG     1      15.147  59.091  19.814  1.00  0.00           C
HETATM11295  C   LIG     1      11.642  56.573  19.410  1.00  0.00           C
HETATM11296  C   LIG     1      13.190  62.943  20.608  1.00  0.00           C
HETATM11297  C   LIG     1      10.969  56.661  18.199  1.00  0.00           C
HETATM11298  C   LIG     1      12.665  63.593  19.499  1.00  0.00           C
HETATM11299  H   LIG     1      16.946  59.851  20.550  1.00  0.00           H
HETATM11300  H   LIG     1      15.925  61.066  19.900  1.00  0.00           H
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