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REMARK   4 XXXX COMPLIES WITH FORMAT V. 2.0
HELIX  469 469 SER      2  PHE      7  1                                   6
HELIX  470 470 TRP     12  LEU     52  1                                  41
HELIX  471 471 SER     63  ASP    131  1                                  69
HELIX  472 472 GLY    136  THR    176  1                                  41
HELIX  473 473 THR    182  VAL    220  1                                  39
HELIX  474 474 ILE    228  PHE    234  1                                   7
HELIX  475 475 LYS    239  ILE    256  1                                  18
HELIX  476 476 ILE    260  SER    290  1                                  31
HELIX  477 477 VAL    298  ASP    337  1                                  40
HELIX  478 478 LYS    400  GLN    408  1                                   9
HELIX  479 479 ILE    425  THR    427  1                                   3
HELIX  480 480 VAL    430  ILE    436  1                                   7
HELIX  481 481 ILE    451  GLY    458  1                                   8
HELIX  482 482 MET    464  GLU    473  1                                  10
HELIX  483 483 TYR    477  LYS    482  1                                   6
HELIX  484 484 LYS    486  ASP    488  1                                   3
HELIX  485 485 GLY    500  ARG    514  1                                  15
HELIX  486 486 THR    530  ARG    544  1                                  15
HELIX  487 487 LEU    556  VAL    559  1                                   4
HELIX  488 488 HIS    579  GLU    585  1                                   7
HELIX  489 489 ILE    588  THR    594  1                                   7
HELIX  490 490 ARG    609  THR    616  1                                   8
HELIX  491 491 VAL    622  THR    650  1                                  29
HELIX  492 492 THR    657  ARG    708  1                                  52
HELIX  493 493 VAL    711  ASP    715  1                                   5
HELIX  494 494 THR    721  ILE    762  1                                  42
HELIX  495 495 THR    768  GLU    812  1                                  45
HELIX  496 496 PHE    814  THR    816  1                                   3
HELIX  497 497 GLU    823  ALA    871  1                                  49
HELIX  498 498 GLU    882  VAL    901  1                                  20
HELIX  499 499 ALA    909  GLU    923  1                                  15
HELIX  500 500 ARG    957  ASP    959  1                                   3
HELIX  501 501 LYS    986  GLU    994  1                                   9
HELIX  502 502 VAL   1016  ALA   1021  1                                   6
HELIX  503 503 ILE   1037  ILE   1041  1                                   5
HELIX  504 504 GLN   1052  ALA   1062  1                                  11
HELIX  505 505 HIS   1065  GLU   1069  1                                   5
HELIX  506 506 LYS   1074  SER   1076  1                                   3
HELIX  507 507 ASP   1081  GLY   1083  1                                   3
HELIX  508 508 GLY   1088  ARG   1102  1                                  15
HELIX  509 509 THR   1118  ALA   1131  1                                  14
HELIX  510 510 THR   1146  GLN   1148  1                                   3
HELIX  511 511 HIS   1167  ALA   1172  1                                   6
HELIX  512 512 ILE   1176  GLN   1184  1                                   9
SHEET  206 206 1 LEU   359  ARG   362  0
SHEET  207 207 1 VAL   364  PHE   366  0
SHEET  208 208 1 LEU   377  LEU   380  0
SHEET  209 209 1 LEU   382  VAL   384  0
SHEET  210 210 1 THR   389  VAL   393  0
SHEET  211 211 1 MET   417  SER   419  0
SHEET  212 212 1 ILE   437  SER   441  0
SHEET  213 213 1 ILE   518  ASP   522  0
SHEET  214 214 1 THR   548  ILE   552  0
SHEET  215 215 1 VAL   564  GLY   567  0
SHEET  216 216 1 VAL   945  GLY   948  0
SHEET  217 217 1 LEU   968  VAL   970  0
SHEET  218 218 1 THR   975  VAL   979  0
SHEET  219 219 1 LYS  1003  LEU  1005  0
SHEET  220 220 1 GLY  1024  SER  1027  0
SHEET  221 221 1 LEU  1107  ASP  1110  0
SHEET  222 222 1 CYS  1137  ILE  1140  0
SHEET  223 223 1 LEU  1152  GLN  1157  0
SHEET  224 224 1 ARG  1160  GLY  1165  0
ATOM   7069  CA  SER   741      10.035  62.989  20.062  1.00  0.00           C
ATOM   7070  CB  SER   741      10.907  62.946  21.327  1.00  0.00           C
ATOM   7071  OG  SER   741      11.687  61.760  21.348  1.00  0.00           O
ATOM   7072  HG  SER   741      12.226  61.733  22.130  1.00  0.00           H
ATOM   7074  O   SER   741       9.454  60.779  19.383  1.00  0.00           O
ATOM   7103  CA  ALA   744       9.185  60.203  15.467  1.00  0.00           C
ATOM   7104  CB  ALA   744      10.568  60.869  15.586  1.00  0.00           C
ATOM   7105  C   ALA   744       9.357  58.759  15.781  1.00  0.00           C



ATOM   7106  O   ALA   744       9.918  58.004  14.987  1.00  0.00           O
ATOM   7107  N   VAL   745       9.030  58.386  17.029  1.00  0.00           N
ATOM   7108  HN  VAL   745       8.674  59.080  17.686  1.00  0.00           H
ATOM   7109  CA  VAL   745       9.175  57.028  17.446  1.00  0.00           C
ATOM   7110  CB  VAL   745       8.880  56.846  18.905  1.00  0.00           C
ATOM   7112  CG2 VAL   745       9.823  57.755  19.713  1.00  0.00           C
ATOM   7138  CD  GLN   748      12.941  55.023  14.824  1.00  0.00           C
ATOM   7140  NE2 GLN   748      13.419  56.292  14.895  1.00  0.00           N
ATOM   7141 1HE2 GLN   748      14.347  56.404  15.302  1.00  0.00           H
ATOM   7142 2HE2 GLN   748      12.890  57.095  14.555  1.00  0.00           H
ATOM   8568  CA  GLN   900      16.000  59.021  12.813  1.00  0.00           C
ATOM   8569  CB  GLN   900      14.916  57.983  13.137  1.00  0.00           C
ATOM   8575 2HE2 GLN   900      14.007  59.929  12.517  1.00  0.00           H
ATOM   8576  C   GLN   900      16.664  59.328  14.138  1.00  0.00           C
ATOM   8577  O   GLN   900      16.504  60.423  14.684  1.00  0.00           O
ATOM   8578  N   VAL   901      17.445  58.380  14.695  1.00  0.00           N
ATOM   8580  CA  VAL   901      17.992  58.587  16.017  1.00  0.00           C
ATOM   8581  CB  VAL   901      18.761  57.403  16.536  1.00  0.00           C
ATOM   8583  CG2 VAL   901      19.206  57.718  17.976  1.00  0.00           C
ATOM   8584  C   VAL   901      18.901  59.756  15.964  1.00  0.00           C
ATOM   8585  O   VAL   901      18.924  60.603  16.859  1.00  0.00           O
ATOM   8586  N   SER   902      19.673  59.810  14.873  1.00  0.00           N
ATOM   8592  C   SER   902      19.974  62.116  14.247  1.00  0.00           C
ATOM   8594  N   SER   903      18.624  62.194  14.179  1.00  0.00           N
ATOM   8595  HN  SER   903      18.029  61.422  14.479  1.00  0.00           H
ATOM   8596  CA  SER   903      18.064  63.423  13.661  1.00  0.00           C
ATOM   8600  C   SER   903      16.892  63.889  14.479  1.00  0.00           C
ATOM   8601  O   SER   903      16.534  63.270  15.480  1.00  0.00           O
ATOM   8602  N   PHE   904      16.315  65.057  14.083  1.00  0.00           N
ATOM   8604  CA  PHE   904      15.146  65.624  14.719  1.00  0.00           C
ATOM   8605  CB  PHE   904      14.008  64.635  15.047  1.00  0.00           C
ATOM   8612  C   PHE   904      15.494  66.352  15.986  1.00  0.00           C
ATOM   8613  O   PHE   904      16.614  66.816  16.192  1.00  0.00           O
ATOM   8614  N   ALA   905      14.484  66.433  16.878  1.00  0.00           N
ATOM   8615  HN  ALA   905      13.630  65.933  16.631  1.00  0.00           H
ATOM   8616  CA  ALA   905      14.460  67.137  18.135  1.00  0.00           C
ATOM   8617  CB  ALA   905      13.175  66.794  18.918  1.00  0.00           C
ATOM   8618  C   ALA   905      15.663  66.739  18.936  1.00  0.00           C
ATOM   8619  O   ALA   905      16.345  65.780  18.572  1.00  0.00           O
ATOM   8620  N   PRO   906      15.985  67.482  19.992  1.00  0.00           N
ATOM   8621  CA  PRO   906      17.115  67.161  20.823  1.00  0.00           C
ATOM   8625  C   PRO   906      16.919  65.737  21.228  1.00  0.00           C
ATOM   8626  O   PRO   906      15.760  65.333  21.271  1.00  0.00           O
ATOM   8627  N   ASP   907      18.010  65.003  21.587  1.00  0.00           N
ATOM   8629  CA  ASP   907      18.175  63.602  21.959  1.00  0.00           C
ATOM   8630  CB  ASP   907      19.638  63.196  22.189  1.00  0.00           C
ATOM   8631  CG  ASP   907      19.702  61.677  22.085  1.00  0.00           C
ATOM   8632  OD1 ASP   907      18.617  61.045  21.968  1.00  0.00           O
ATOM   8633  OD2 ASP   907      20.835  61.127  22.112  1.00  0.00           O
ATOM   8634  C   ASP   907      17.414  63.371  23.250  1.00  0.00           C
ATOM   8635  O   ASP   907      17.778  62.573  24.109  1.00  0.00           O
ATOM   8636  N   TYR   908      16.390  64.201  23.466  1.00  0.00           N
ATOM   8637  HN  TYR   908      16.194  64.858  22.711  1.00  0.00           H
ATOM   8638  CA  TYR   908      15.540  64.300  24.589  1.00  0.00           C
ATOM   8639  CB  TYR   908      15.268  62.901  25.174  1.00  0.00           C
ATOM   8640  CG  TYR   908      13.818  62.730  25.466  1.00  0.00           C
ATOM   8642  CD2 TYR   908      13.080  61.838  24.719  1.00  0.00           C
TER   11272      ALA  1185
HETATM11273  O   LIG     1      16.923  59.588  19.876  1.00  0.00           O
HETATM11274  O   LIG     1      13.720  63.058  19.051  1.00  0.00           O
HETATM11275  O   LIG     1      18.057  63.409  17.617  1.00  0.00           O
HETATM11276  N   LIG     1      17.448  61.491  18.719  1.00  0.00           N
HETATM11277  N   LIG     1      15.881  63.185  18.315  1.00  0.00           N
HETATM11278  C   LIG     1      15.090  61.082  19.350  1.00  0.00           C
HETATM11279  C   LIG     1      16.558  60.646  19.359  1.00  0.00           C
HETATM11280  C   LIG     1      14.823  62.525  18.912  1.00  0.00           C
HETATM11281  C   LIG     1      17.186  62.737  18.173  1.00  0.00           C
HETATM11282  H   LIG     1      18.413  61.173  18.671  1.00  0.00           H
HETATM11283  H   LIG     1      15.688  64.121  17.967  1.00  0.00           H
HETATM11284  C   LIG     1      14.317  60.155  18.456  1.00  0.00           C
HETATM11285  C   LIG     1      14.471  60.242  17.078  1.00  0.00           C
HETATM11286  C   LIG     1      13.752  59.382  16.248  1.00  0.00           C
HETATM11287  C   LIG     1      12.884  58.440  16.803  1.00  0.00           C
HETATM11288  C   LIG     1      12.736  58.361  18.187  1.00  0.00           C



HETATM11289  C   LIG     1      13.454  59.221  19.017  1.00  0.00           C
HETATM11290  C   LIG     1      14.565  60.938  20.784  1.00  0.00           C
HETATM11291  C   LIG     1      15.080  62.051  21.670  1.00  0.00           C
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END


